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Figure S1. Ramachandran plots of the overall architecture of the final Nav1.2 close model. 

 

 



 

Figure S2. Results of QMEANbrane software for Nav1.2 close model. 

 

 

Figure S3. Comparison between open and closed experimental conformations of the NaK pore (PDB entries: 3E86 and 

2AHY) and between this open conformation with the NavAb template (PDB entry: RVY). 



 

 

Figure S4. Ramachandran plots of the overall architecture of the final Nav1.2 open model. 



 

Figure S5. Results of QMEANbrane software for Nav1.2 open model. 

 

Table S1: Value of the scores achieved for each domain of the closed and open models of Nav1.2. 

 

 

 

 

 

 


