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Nitidulidae_Aethina
Cucujidae_Cucujus
Chrysomelidae_Diabrotica
Orsodacnidae_Orsodacne
Cimberidinae_Cimberis

- Oxycoryninae_Hydnorobius
- Oxycoryninae_Rhopalotria
- Rhinorhynchinae_Rhynchitomacerinus

Rhinorhynchinae_Bunyaeus
Urodontinae_Urodontus
Anthribinae_Dendropemon
Choraginae_Araecerus

- Rhynchitinae_Merhynchites

Attelabinae_Euops
Attelabinae_Attelabus
Carinae_Car
Ithycerinae_Ithycerus
Apioninae_Apion
Apioninae_Pterapion

- Apioninae_Rhinorhynchidius

Apioninae_Antliarhinus
Eurhynchinae_Eurhynchus
Microcerinae_Episus
Brentinae_Tracheloschizus

- Brentinae_Cylas

Brachycerinae_Ocladius
Brachycerinae_Schizomicrus
Brachycerinae_Brachycerus
Brachycerinae_Synthocus
Brachycerinae_Tanysphyrus
Brachycerinae_Echinocnemus

- Brachycerinae_Lissorhoptrus

Dryophthorinae_Dryophthoroides
Dryophthorinae_Sitophilus
Platypodinae_Notoplatypus
Platypodinae_Austroplatypus

- Bagoinae_Bagous

Hyperinae_Hypera
Entiminae_Naupactus
Entiminae_Polydrusus
Entiminae_Leptopius
Entiminae_Catasarcus
Cyclominae_Rhigopsidius

- Cyclominae_Listroderes

Cyclominae_Acantholophus
Incertae_sedis_Gonipterus
Cyclominae_Aesiotes
Conoderinae_Mononychus
Conoderinae_Auleutes
Scolytinae_Dendroctonus
Scolytinae_Hylesinus
Curculioninae_Anthonomus
Scolytinae_Scolytus
Curculioninae_Ancyttalia
Curculioninae_Cionus

- Conoderinae_Baris

Curculioninae_Araucarietius
Molytinae_Cryptorhynchus
Molytinae_Sympiezoscelus
Cossoninae_Cossonus

- Curculioninae_Curculio
- Curculioninae_Haplonyx
- Mesoptilinae_Magdalis

Molytinae_Heilipodus
Curculioninae_Gymnetron
Molytinae_Vanapa
Molytinae_Tranes

Supplementary figure S1. Phylogenetic tree based on a maximum likelihood analysis of non-partitioned nucleotide
sequence data (all codons; C123), with ML bootstrap support values plotted to the right of the nodes they refer to.
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Carinae_Car
Ithycerinae_lthycerus
Apioninae_Apion
Apioninae_Rhinorhynchidius
Apioninae_Pterapion
Apioninae_Antliarhinus
Brentinae_Tracheloschizus
Brentinae_Cylas
Microcerinae_Episus
Eurhynchinae_Eurhynchus
Brachycerinae_Schizomicrus
Brachycerinae_Ocladius
Brachycerinae_Brachycerus
Brachycerinae_Synthocus
Brachycerinae_Tanysphyrus
Brachycerinae_Lissorhoptrus
Brachycerinae_Echinocnemus
Dryophthorinae_Dryophthoroides
Dryophthorinae_Sitophilus
Platypodinae_Notoplatypus
Platypodinae_Austroplatypus
Bagoinae_Bagous
Hyperinae_Hypera
Entiminae_Polydrusus
Entiminae_Leptopius
Entiminae_Catasarcus
Entiminae_Naupactus
Incertae_sedis_Gonipterus
Cyclominae_Aesiotes
Cyclominae_Listroderes
Cyclominae_Acantholophus
- Cyclominae_Rhigopsidius
rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr Scolytinae_Hylesinus
rrrrrr Scolytinae_Dendroctonus
"""""""""""" Cossoninae_Cossonus
Scolytinae_Scolytus
""""""""""" Curculioninae_Anthonomus
Mesoptilinae_Magdalis
Curculioninae_Haplonyx
Molytinae_Heilipodus
Curculioninae_Gymnetron
Molytinae_Tranes
Molytinae_Vanapa
- Molytinae_Sympiezoscelus
Molytinae_Cryptorhynchus
Conoderinae_Auleutes
Conoderinae_Mononychus
Curculioninae_Ancyttalia
Conoderinae_Baris
Curculioninae_Curculio
Curculioninae_Araucarietius
Curculioninae_Cionus
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Supplementary figure S2. Phylogenetic tree based on a maximum likelihood analysis of non-partitioned amino acid
sequence data, with ML bootstrap values plotted to the right of the nodes they refer to.



Nitidulidae_Aethina
Cucujinae_Cucujus

- Chrysomelidae_Diabrotica
Orsodacnidae_Orsodacne
Cimberidinae_Cimberis
Rhinorhynchinae_Bunyaeus
Rhinorhynchinae_Rhynchitomacerinus
- Urodontinae_Urodontus
Anthribinae_Dendropemon
Choraginae_Araecerus

- Oxycoryninae_Hydnorobius
- Oxycoryninae_Rhopalotria

- Rhynchitinae_Merhynchites
Attelabinae_Euops
Attelabinae_Attelabus
Carinae_Car

- Ithycerinae_lthycerus
Apioninae_Apion
Apioninae_Pterapion

- Apioninae_Rhinorhynchidius
Apioninae_Antliarhinus
Eurhynchinae_Eurhynchus
Brentinae_Tracheloschizus
Brentinae_Cylas

- Microcerinae_Episus
Brachycerinae_Schizomicrus
Brachycerinae_Ocladius

- Brachycerinae_Brachycerus
- Brachycerinae_Synthocus
Brachycerinae_Tanysphyrus
Brachycerinae_Echinochemus
- Brachycerinae_Lissorhoptrus
Dryophthorinae_Dryophthoroides
Dryophthorinae_Sitophilus
Platypodinae_Austroplatypus
Bagoinae_Bagous

- Hyperinae_Hypera

- Entiminae_Naupactus

- Entiminae_Polydrusus

- Entiminae_Leptopius
Entiminae_Catasarcus

- Cyclominae_Rhigopsidius
Cyclominae_Listroderes
Cyclominae_Acantholophus
- Cyclominae_Aesiotes
Incertae_sedis_Gonipterus
Curculioninae_Anthonomus
Conoderinae_Auleutes

- Conoderinae_Mononychus
Conoderinae_Cionus
Scolytinae_Scolytus
Scolytinae_Hylesinus
Platypodinae_Notoplatypus
Scolytinae_Dendroctonus
Conoderinae_Baris
Curculioninae_Ancyttalia
Curculioninae_Araucarietius
Cossoninae_Cossonus
Curculioninae_Curculio
Molytinae_Cryptorhynchus

- Molytinae_Sympiezoscelus

- Curculioninae_Haplonyx
Curculioninae_Gymnetron
Molytinae_Vanapa
Molytinae_Tranes

- Mesoptilinae_Magdalis
Molytinae_Heilipodus

Supplementary figure S3. Phylogenetic tree based on a Bayesian analysis of non-partitioned nucleotide sequence
data, with posterior probability values plotted to the right of the nodes they refer to.
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Cucujinae_Cucujus
Chrysomelidae_Diabrotica
Orsodacnidae_Orsodacne
Cimberidinae_Cimberis
Rhinorhynchinae_Rhynchitomacerinus
- Rhinorhynchinae_Bunyaeus
- Urodontinae_Urodontus

- Anthribinae_Dendropemon
Choraginae_Araecerus
Oxycoryninae_Hydnorobius
- Oxycoryninae_Rhopalotria
Rhynchitinae_Merhynchites
Attelabinae_Euops
Attelabinae_Attelabus
Carinae_Car
Ithycerinae_lthycerus
Apioninae_Apion
Apioninae_Rhinorhynchidius
- Apioninae_Antliarhinus
Apioninae_Pterapion
Eurhynchinae_Eurhynchus
Brentinae_Tracheloschizus

- Brentinae_Cylas
Microcerinae_Episus
Brachycerinae_Schizomicrus
Brachycerinae_Ocladius

- Brachycerinae_Brachycerus
- Brachycerinae_Synthocus

- Brachycerinae_Tanysphyrus
Brachycerinae_Lissorhoptrus
Brachycerinae_Echinocnemus
- Dryophthorinae_Dryophthoroides
- Dryophthorinae_Sitophilus
Platypodinae_Notoplatypus
Platypodinae_Austroplatypus
Bagoinae_Bagous
Hyperinae_Hypera
Entiminae_Polydrusus
Entiminae_Leptopius
Entiminae_Catasarcus

- Entiminae_Naupactus
Incertae_sedis_Gonipterus
Cyclominae_Aesiotes

- Cyclominae_Listroderes
Cyclominae_Acantholophus
Cyclominae_Rhigopsidius
Scolytinae_Hylesinus
Scolytinae_Dendroctonus
Cossoninae_Cossonus
Curculioninae_Anthonomus
Scolytinae_Scolytus
Mesoptilinae_Magdalis
Curculioninae_Araucarietius
Curculioninae_Haplonyx
Molytinae_Heilipodus
Curculioninae_Gymnetron

- Molytinae_Vanapa

- Molytinae_Tranes
Conoderinae_Auleutes
Conoderinae_Mononychus
Molytinae_Cryptorhynchus
Molytinae_Sympiezoscelus
Curculioninae_Ancyttalia

- Curculioninae_Cionus
Conoderinae_Baris
Curculioninae_Curculio
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Supplementary figure S4. Phylogenetic tree based on a Bayesian analysis of non-partitioned amino acid sequence
data, with posterior probability values plotted to the right of the nodes they refer to.



700
700
100
100
wo______
—
3 700
63
100
96
65
-1 100
00
100
100
96
—d 100 _$_| -
700
100
100 ] _,
1100

71

68

- Nitidulidae_Aethina

Cucujidae_Cucujus
Chrysomelidae_Diabrotica

- QOrsodacnidae_Orsodacne

- Cimberidinae_Cimberis

- Rhinorhynchinae_Rhynchitomacerinus
- Rhinorhynchinae_Bunyaeus

- Urodontinae_Urodontus

Anthribinae_Dendropemon
Choraginae_Araecerus

- Oxycoryninae_Rhopalotria
- Oxycoryninae_Hydnorobius

Rhynchitinae_Merhynchites
Attelabinae_Attelabus

- Attelabinae_Euops

Carinae_Car
Ithycerinae_Ithycerus

- Apioninae_Apion
- Apioninae_Pterapion

Apioninae_Rhinorhynchidius
Apioninae_Antliarhinus

- Eurhynchinae_Eurhynchus

Brentinae_Tracheloschizus
Brentinae_Cylas

- Microcerinae_Episus
- Brachycerinae_Schizomicrus

Brachycerinae_Ocladius
Brachycerinae_Brachycerus

- Brachycerinae_Synthocus

Brachycerinae_Tanysphyrus
Brachycerinae_Lissorhoptrus

- Brachycerinae_Echinocnemus
- Dryophthorinae_Dryophthoroides

Dryophthorinae_Sitophilus
Platypodinae_Notoplatypus

- Platypodinae_Austroplatypus
- Bagoinae_Bagous

- Hyperinae_Hypera

- Entiminae_Naupactus

- Entiminae_Polydrusus

Entiminae_Leptopius
Entiminae_Catasarcus

- Cyclominae_Rhigopsidius
- Cyclominae_Listroderes

Cyclominae_Acantholophus
Cyclominae_Aesiotes

- Incertae_sedis_Gonipterus

Conoderinae_Auleutes
Conoderinae_Mononychus
Curculioninae_Anthonomus
Scolytinae_Scolytus

- Scolytinae_Dendroctonus

Scolytinae_Hylesinus

- Curculioninae_Ancyttalia

Curculioninae_Cionus
Conoderinae_Baris

- Curculioninae_Araucarietius
-+ Cossoninae_Cossonus

Curculioninae_Curculio
Molytinae_Sympiezoscelus

- Molytinae_Cryptorhynchus

Curculioninae_Haplonyx
Mesoptilinae_Magdalis

- Curculioninae_Gymnetron
- Molytinae_Heilipodus

Molytinae_Tranes
Molytinae_Vanapa

Supplementary figure S5. Phylogenetic tree based on a maximum likelihood analysis of partitioned nucleotide
sequence data (all codons; C123), with ML bootstrap support values plotted to the right of the nodes they refer to.
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rrrrrr Nitidulidae_Aethina
Chrysomelidae_Diabrotica
- Orsodacnidae_Orsodacne
Cimberidinae_Cimberis
Rhinorhynchinae_Rhynchitomacerinus
- Rhinorhynchinae_Bunyaeus
- Urodontinae_Urodontus

- Anthribinae_Dendropemon
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Attelabinae_Euops
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Apioninae_Apion
Apioninae_Rhinorhynchidius
-~ Apioninae_Pterapion

- Apioninae_Antliarhinus
Brentinae_Tracheloschizus
Brentinae_Cylas

- Microcerinae_Episus

- Eurhynchinae_Eurhynchus

- Brachycerinae_Schizomicrus
- Brachycerinae_Ocladius

- Brachycerinae_Brachycerus
- Brachycerinae_Synthocus

- Brachycerinae_Tanysphyrus
Brachycerinae_Lissorhoptrus
Brachycerinae_Echinocnemus
- Dryophthorinae_Dryophthoroides
- Dryophthorinae_Sitophilus
Platypodinae_Notoplatypus
Platypodinae_Austroplatypus
- Bagoinae_Bagous

- Hyperinae_Hypera
Entiminae_Polydrusus
Entiminae_Leptopius

- Entiminae_Catasarcus

- Entiminae_Naupactus
Incertae_sedis_Gonipterus
Cyclominae_Aesiotes

- Cyclominae_Listroderes

- Cyclominae_Acantholophus
- Cyclominae_Rhigopsidius
Scolytinae_Hylesinus
Scolytinae_Dendroctonus
Cossoninae_Cossonus
Scolytinae_Scolytus
Curculioninae_Anthonomus
Mesoptilinae_Magdalis

- Curculioninae_Haplonyx

- Molytinae_Heilipodus
Curculioninae_Gymnetron
Molytinae_Tranes

- Molytinae_Vanapa

- Molytinae_Sympiezoscelus
Molytinae_Cryptorhynchus
Conoderinae_Auleutes

-~ Conoderinae_Mononychus

-~ Curculioninae_Ancyttalia

- Conoderinae_Baris

- Curculioninae_Curculio

- Curculioninae_Araucarietius
Curculioninae_Cionus
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Supplementary figure S6. Phylogenetic tree based on a maximum likelihood analysis of partitioned amino acid
sequence data, with ML bootstrap values plotted to the right of the nodes they refer to. (See also Fig. 1 in paper).
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Nitidulidae_Aethina
Cucujidae_Cucujus
Orsodacnidae_Orsodacne
Chrysomelidae_Diabrotica
Cimberidinae_Cimberis
Oxycoryninae_Hydnorobius
Oxycoryninae_Rhopalotria

- Rhinorhynchinae_Rhynchitomacerinus

Rhinorhynchinae_Bunyaeus
Urodontinae_Urodontus
Anthribinae_Dendropemon
Choraginae_Araecerus

- Rhynchitinae_Merhynchites

Attelabinae_Euops
Attelabinae_Attelabus
Carinae_Car
Ithycerinae_Ithycerus
Apioninae_Apion
Apioninae_Pterapion

- Apioninae_Rhinorhynchidius

Apioninae_Antliarhinus
Eurhynchinae_Eurhynchus
Brentinae_Tracheloschizus
Microcerinae_Episus

- Brentinae_Cylas
- Brachycerinae_Schizomicrus
- Brachycerinae_Ocladius

Brachycerinae_Synthocus
Brachycerinae_Brachycerus
Brachycerinae_Tanysphyrus
Brachycerinae_Lissorhoptrus

- Brachycerinae_Echinocnemus

Platypodinae_Austroplatypus
Platypodinae_Notoplatypus
Dryophthorinae_Sitophilus
Dryophthorinae_Dryophthoroides
Bagoinae_Bagous
Hyperinae_Hypera

- Entiminae_Naupactus

Entiminae_Polydrusus
Entiminae_Catasarcus
Entiminae_Leptopius
Cyclominae_Rhigopsidius

- Cyclominae_Listroderes

Cyclominae_Acantholophus
Cyclominae_Aesiotes
Incertae_sedis_Gonipterus
Curculioninae_Anthonomus
Conoderinae_Auleutes
Conoderinae_Mononychus
Cossoninae_Cossonus
Scolytinae_Scolytus
Curculioninae_Cionus
Scolytinae_Hylesinus

- Scolytinae_Dendroctonus

Conoderinae_Baris

- Curculioninae_Curculio
- Curculioninae_Araucarietius

Curculioninae_Ancyttalia
Molytinae_Sympiezoscelus
Molytinae_Cryptorhynchus
Mesoptilinae_Magdalis

- Curculioninae_Haplonyx

Molytinae_Heilipodus
Curculioninae_Gymnetron
Molytinae_Tranes
Molytinae_Vanapa

Supplementary figure S7. Phylogenetic tree based on a maximum likelihood analysis (GTR+I+G) of first codon
positions (C1), with bootstrap values plotted to the right of the nodes they refer to.
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—————————————————————————————————————————————————————————————————————————————————————————————————— Cimberidinae_Cimberis
Oxycoryninae_Hydnorobius
Oxycoryninae_Rhopalotria
- Rhinorhynchinae_Rhynchitomacerinus
Rhinorhynchinae_Bunyaeus
Urodontinae_Urodontus
Choraginae_Araecerus
Anthribinae_Dendropemon
Rhynchitinae_Merhynchites
Attelabinae_Attelabus
- Attelabinae_Euops
Carinae_Car
Ithycerinae_Ithycerus
Eurhynchinae_Eurhynchus
Brentinae_Tracheloschizus
- Microcerinae_Episus
- Brentinae_Cylas
- Apioninae_Apion
Apioninae_Rhinorhynchidius
Apioninae_Pterapion
Apioninae_Antliarhinus
Brachycerinae_Schizomicrus
- Brachycerinae_Ocladius
Brachycerinae_Synthocus
Brachycerinae_Brachycerus
Brachycerinae_Tanysphyrus
Brachycerinae_Echinocnemus
Brachycerinae_Lissorhoptrus
Platypodinae_Austroplatypus
- Platypodinae_Notoplatypus
Dryophthorinae_Sitophilus
Dryophthorinae_Dryophthoroides
Bagoinae_Bagous
Hyperinae_Hypera
Entiminae_Leptopius
Entiminae_Catasarcus
-~ Cyclominae_Aesiotes
Incertae_sedis_Gonipterus
Entiminae_Naupactus
Entiminae_Polydrusus
Cyclominae_Listroderes
Cyclominae_Acantholophus
Cyclominae_Rhigopsidius
- Scolytinae_Hylesinus
Scolytinae_Dendroctonus
Cossoninae_Cossonus
Scolytinae_Scolytus
Curculioninae_Anthonomus
Curculioninae_Haplonyx
Mesoptilinae_Magdalis
- Molytinae_Heilipodus
Curculioninae_Gymnetron
Molytinae_Tranes
Molytinae_Vanapa
Conoderinae_Auleutes
- Conoderinae_Mononychus
- Molytinae_Sympiezoscelus
- Molytinae_Cryptorhynchus
Curculioninae_Araucarietius
Curculioninae_Ancyttalia
Conoderinae_Baris
Curculioninae_Cionus
Curculioninae_Curculio
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Supplementary figure S8. Phylogenetic tree based on a maximum likelihood analysis (GTR+I+G) of second codon
positions (C2), with bootstrap values plotted to the right of the nodes they refer to.
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Anthribinae_Dendropemon
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~ Rhynchitinae_Merhynchites
Attelabinae_Attelabus
Attelabinae_Euops
Carinae_Car
Ithycerinae_Ithycerus
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Apioninae_Pterapion
Apioninae_Antliarhinus

-~ Apioninae_Rhinorhynchidius
Eurhynchinae_Eurhynchus
Microcerinae_Episus

- Brentinae_Cylas
Brentinae_Tracheloschizus
Brachycerinae_Schizomicrus
Brachycerinae_Ocladius
Brachycerinae_Brachycerus
- Brachycerinae_Synthocus
Platypodinae_Austroplatypus
Dryophthorinae_Dryophthoroides
- Dryophthorinae_Sitophilus
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Brachycerinae_Lissorhoptrus
- Brachycerinae_Echinocnemus
Hyperinae_Hypera
Entiminae_Naupactus
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Entiminae_Leptopius
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Incertae_sedis_Gonipterus
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- Bagoinae_Bagous
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Supplementary figure S9. Phylogenetic tree based on a maximum likelihood analysis (GTR+1+G) of third codon
positions (C3), with bootstrap values plotted to the right of the nodes they refer to.
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'''''''''''''''''''''''''''''''''''''''''''''''''''''''''' Chrysomelidae_Diabrotica
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Microcerinae_Episus
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Brachycerinae_Tanysphyrus
- Brachycerinae_Echinocnemus
- Brachycerinae_Lissorhoptrus
- Platypodinae_Notoplatypus
Platypodinae_Austroplatypus
Dryophthorinae_Sitophilus
Dryophthorinae_Dryophthoroides
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- Entiminae_Catasarcus
Entiminae_Leptopius
Cyclominae_Listroderes
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Incertae_sedis_Gonipterus
- Cyclominae_Aesiotes
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"""""""""""" Curculioninae_Anthonomus
- Scolytinae_Scolytus
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Supplementary figure S10. Phylogenetic tree based on a maximum likelihood analysis (GTR+I+G) of first and second
codon positions (C12), with bootstrap values plotted to the right of the nodes they refer to.
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Supplementary figure S11. Phylogenetic tree based on a maximum likelihood analysis of non-partitioned 6 Dayhoff
recoded amino acid data, with bootstrap values plotted to the right of the nodes they refer to.
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Supplementary figure S12. Posterior consensus tree derived from a Phylobayes analysis (CAT-GTR) of non-
partitioned amino acid data, with posterior probability values plotted to the right of the nodes they refer to.
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Supplementary figure S13. Posterior consensus tree derived from a Phylobayes analysis (CAT-GTR) of non-
partitioned nucleotide data, with posterior probability values plotted to the right of the nodes they refer to.
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Supplementary figure S14. Coalescent species tree generated from a binned and weighted ASTRAL analysis
of amino acid data, with support values plotted to the right of the nodes they refer to.
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Supplementary figure S15. Coalescent species tree generated from a binned and weighted ASTRAL analysis of
nucleotide data, with support values plotted to the right of the nodes they refer to.
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Supplementary figure S16. Four-fold degenerate sites (FDS) GC content mapped onto the phylogenetic tree based
on a maximum likelihood analysis of partitioned amino acid data (as shown in Supplementary figure S6).
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Supplementary figure S17. Skew values for the codon sets of serine (TCN/AGY), arginine (CGN/AGR), and leucine
(CTN/TTR) plotted onto the phylogenetic tree based on a maximum likelihood analysis of partitioned amino acid data
(shown in Supplementary figure S6). See text (main paper and Supplementary Materials) for details.
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Supplementary figure S18. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S19. Chronogram showing divergence times. RelTime estimates of lineage divergence were
generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time scale is given on the
x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S20. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S21. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S22. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S23. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S24. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.
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Supplementary figure S25. Chronogram showing divergence time estimation. RelTime estimates of lineage
divergence were generated using the tree shown in Supplementary fig. S6 (partitioned amino acid data). The time
scale is given on the x axis (Ma). The blue bars at nodes are the 95% confidence intervals of the age estimates.





