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APPENDIX S1. Description of characters used in the phylogenetic analysis. Nomenclature of 
craniomandibular traits follows Hill (1935), Lavocat (1971, 1976), Woods & Howland (1979), Moore 
(1981), Wahlert (1984), Novacek (1993), Verzi (2001), Olivares and Verzi (2014), Verzi et al. (2014). 
Dental nomenclature follows Marivaux et al. (2004), Antoine et al. (2012), and homologies of crests are 
after Verzi et al. (2016). References of publications that include at least partial descriptions of the listed 
characters are indicated. Ten new characters are listed at the end. 

Character 1. Premaxillary septum separating incisive foramina (Verzi, 2001): with posterior ends of 
premaxillae joined medially, forming a pointed or rounded projection which may join an anterior 
apophysis of the maxilla (0); with posterior ends of premaxillae divergent, each one forming a small 
lateral apophysis (1). 

Character 2. Lateral walls of incisive foramina (or of the corresponding cavity in case of partially 
obliterated foramina) (Verzi, 2008): with concave margins (0); with protruding medial walls of 
premaxillae producing anteriorly convergent margins (1); margins very narrow or not developed posterior 
to premaxillary-maxillary suture (2). 

Character 3. Premaxillary-maxillary suture at medial margin of incisive foramen (Verzi, 2008; Verzi et al., 
2010): level with the portion of the suture located lateral to the foramen (0); displaced anteriorly (1); 
displaced posteriorly (2). 

Character 4. Medial margins of maxillary fossae (Olivares et al., 2012): separated (0); approximating each 
other or fused along the midline and generally forming a crest (1). 

Character 5. External margins of incisive foramina posterior to premaxillary-maxillary suture: separated 
(0); very close or fused to each other (1). 

Character 6. Anterior portion of premaxilla anterior to incisive alveolus in lateral view (Carvalho and 
Salles, 2004; Olivares et al., 2012): low to very low (0); high, forms the ventrolateral side of a tube that is 
dorsally completed by the nasal (1). 

Character 7. Alveolar margins of M1-M2: level with palatal bridge, or ventral and forming acute alveolar 
margins (0); dorsal to the palatal bridge, forming wide to moderately convex, sometimes swollen, margins 
(1). 

Character 8. Protuberance on maxilla ventral to bottom of alveolar sheath of I1: absent (0); present and 
located at the level of the external alveolar margin of DP4 (1); present and located at the level of the 
external alveolar margin between DP4 and M1 (2). 

Character 9. Lateral flange of canal for infraorbital nerve in zygomatic root (Verzi ,2008; Verzi et al., 
2010): with dorsal margin free or slightly in contact with bottom of alveolar sheath of upper incisor (0); 
with dorsal margin joined to bottom of alveolar sheath of upper incisor (1). 

Character 10. Lacrimal foramen: opens into the orbital portion of the lacrimal (0); opens into the maxilla 
(1). 

Character 11. Portion of maxilla surrounding foramen into lacrimal canal: with a suture posterior to the 
foramen (0); continuous around foramen (1). 

Character 12. Foramen into nasolacrimal canal: open on side of the base of rostrum or anterior portion of 
orbital region, visible in lateral view (0); open on medial side of maxillary lamina posterior to incisor 
alveolar sheath, on the margin of sphenopalatine fissure, and oriented posteriorly toward this fissure, not 
visible in lateral view (1); as an unossified area between the maxillary lamina posterior to the incisor 
alveolar sheath and the margin of the sphenopalatine fissure (2). 
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Character 13. Foramen into nasolacrimal canal: opens into maxilla only (0); surrounded posteriorly by 
lacrimal (1). 

Character 14. Orientation of the proximal portion of nasolacrimal canal (Glanz and Anderson, 1990): 
anteroventrally to ventrally oriented (0); more anteriorly oriented (thus, more dorsal respect to the 
sphenopalatine fissure) (1). 

Character 15. Posterior margin of dorsal part of nasolacrimal canal (Olivares et al., 2012): present and 
variously developed (0); absent (1). 

Character 16. Dorsal part of nasolacrimal canal: formed only by lacrimal (0); formed by lacrimal and 
maxilla (and in some cases also by frontal) (1). 

Character 17. Dorsal and anterodorsal portions of alveolar sheath of M1 (Verzi, 2008): not hidden inside 
sphenopalatine fissure (0); hidden inside sphenopalatine fissure (1). 

Character 18. Sphenopalatine fissure: well developed (0); reduced (not owing to height of molar alveoli) 
(1). 

Character 19. Anterior portion of sphenopalatine fissure (Olivares et al., 2012): located ventral or 
anteroventral to lacrimal foramen (0); located posteroventral to lacrimal foramen (1). 

Character 20. Dorsal projection of jugal in antorbital zygomatic bar: absent (0); present (1). 

Character 21. Maxilla in anterior portion of zygomatic arch: with an extension located dorsal to the jugal 
at the base of the antorbital zygomatic bar (0); extension dorsal to jugal reduced or absent (1). 

Character 22. Anterior end of jugal fossa (Olivares et al., 2012): acute (0); wide, rounded to 
subquadrangular (1). 

Character 23. Inferior jugal process (Emmons, 2005; Olivares et al., 2012): level with or slightly anterior 
to paraorbital process (or to the suture between squamosal and jugal) (0); behind level of paraorbital 
process (1). 

Character 24. Relationship between zygoma and orbital region: dorsal margin of zygoma concave, not 
restricting orbital region (0); dorsal margin of zygoma very slightly concave or straight, restricting orbital 
region (1). 

Character 25. Contact among maxilla, lateral palatine plate and alisphenoid in basitemporal region (Verzi, 
2001): located posterior to the M3 alveolus (0); lateral to the M3 alveolus (1). 

Character 26. Posterior portion of maxilla in basitemporal region (Verzi, 2001): without apophysis (0); 
with an apophysis lateral to M3 alveolus, oriented posterodorsally (1); with an apophysis posterior to M3 
alveolus, oriented laterally (2). 

Character 27. External auditory meatus (Verzi, 2008; Verzi et al., 2010): short, moderately protruding 
with respect to auditory bulla and epitympanic recess (0); markedly protruding, with its anterodorsal and 
anterior wall moderately to very concave (1). 

Character 28. Alisphenoid (Verzi 2008; Olivares et al., 2012): without contact with maxilla or only 
contacting via a posterior maxillary apophysis (0); with its anterior margin joined to the maxilla (1). 

Character 29. Anterior margin of alisphenoid: oriented posterodorsally (0); oriented dorsally or 
anterodorsally (1). 

Character 30. Posterior margin of maxilla in alveolar region (in ventral view): anterior to the anterior 
margin of alisphenoid-glenoid fossa (0); level with or slightly posterior to anterior margin of alisphenoid 
(1). 
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Character 31. Masticatory and buccinator foramina: present (0); absent (1). 

Character 32. Pterygoid fossa in ventral view (between alisphenoid bridge and anterior margin of lateral 
palatine plate): subcircular, with anteroposterior and transverse diameters subequal (0); suboval, with 
anteroposterior diameter greater than transverse one (1). 

Character 33. Lateral margin of pterygoid fossa: oriented posterodorsally and not forming a flange 
extending posteriorly (0); forming a flange level with the medial margin and extending posteriorly toward 
the bulla (1).  

Character 34. Ventral margin of posterior process of squamosal (Olivares et al., 2012): not laterally 
deflected (0); laterally deflected, thus forming a shelf (1). 

Character 35. Posterior process of squamosal (Verzi, 2001): straight, with posterior portion wide (0); with 
posterior portion narrow due to development of the epitympanic recess (petrosal bulla) (1). 

Character 36. Tip of lateral process of supraoccipital: located ventral to posteroventral tip of posterior 
process of squamosal (0); close to or level with posteroventral tip of posterior process of squamosal (1). 

Character 37. Lateral process of supraoccipital (Woods, 1984:434; Olivares et al., 2012): short, located 
dorsal to mastoid process (0); long, ventrally extended overlapping the mastoid process or below the level 
of the latter (1). 

Character 38. Tip of paroccipital process (Woods, 1984:427; Verzi, 2001, 2008): extending to a level 
ventral to auditory bulla (0); terminating dorsal to the level of the ventral portion of auditory bulla (1). 

Character 39. End of paroccipital process in posterior view: free or joined to auditory bulla, not strongly 
expanded on to the latter (0); forming a scale-like structure adhering on to bulla, strongly expanded 
dorsally and ventrally (1). 

Character 40. Orientation of distal portion of paroccipital process: on a plane parallel or subparallel to 
occipital plane (0); rotated so that its external margin becomes posterolateral or posterior (1).  

Character 41. Paroccipital process: ventral or ventrolaterally oriented (0); laterally oriented (1). 

Character 42. Root of paroccipital process (Verzi, 2001): facing posteriorly and aligned with the plane of 
the occiput, or more medially oriented owing to the development of the mastoid bulla (0); inflected at 
level of dorsal portion of occipital condyle and perpendicular to plane of occiput (1). 

Character 43. Posterior portion of mastoid bulla: level with or anterior to root of paroccipital process (0); 
located posterior to level of root of paroccipital process (1); posterior to level of paroccipital process 
owing to hypertrophy of auditory bulla (2). 

Character 44. Origin of masseteric crest of mandible (Verzi, 2008; Verzi et al., 2010): from notch for 
tendon of medial masseter muscle, oriented in the same direction as ventral border of notch for tendon of 
medial masseter muscle or nearly so (0); ventrally deflected and posterior with respect to notch for tendon 
of medial masseter muscle (1); ventrally deflected from notch for tendon of medial masseter muscle (2). 

Character 45. Postcondyloid process in posterior view (Olivares et al., 2012): deflected ventrolaterally (0); 
vertical (1). 

Character 46. Notch for tendon of medial masseter muscle (Olivares et al., 2012): developed as a 
semicircular step anterior to origin of the masseteric crest (0); incorporated into origin of the masseteric 
crest, as an inconspicuous groove or rough area (1). 

Character 47. Lateral crest of mandible: oblique (0); subvertical (1).  
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Character 48. Anterior margin of base of coronoid apophysis: close to the alveolar edge of molars (0); 
more lateral and ventral with respect to alveolar edge of molars, extending anteriorly as a more or less 
marked rim distinct from the lateral crest (1).  

Character 49. Lower incisor (Olivares et al., 2012): long, bottom alveolar sheath at level of posterior or 
posterolateral portion of m3 or more posterior (0); short, bottom alveolar sheath at level of m2 or m3 but 
not reaching posterior portion of m3 (1); extremely short, bottom of alveolar sheath at level of Dp4 (2).  

Character 50. Anteroloph on DP4: reaching the labial side of the tooth, with labial end level with end of 
protoloph or nearly so (0); markedly shorter, labial end not reaching level of end of protoloph (1). 

Character 51. Mesolophule on DP4 (Patterson in Patterson and Wood, 1982; Verzi et al., 2014): 
transversely oriented, independent or partially fused to posteroloph (or posteroloph + metaloph) (0); 
represented by a posteriorly oriented short crest or spur contacting the posteroloph (or posteroloph + 
metaloph) (1); spur reduced or absent (2).  

Character 52. Protoloph on M1–2 (Carvalho and Salles, 2004; Olivares et al., 2012): present as a complete 
loph, independent or fused to anteroloph (0); reduced to its labial portion, forming a tubercle isolated or 
fused to the anteroloph (1).  

Character 53. Mesolophule on M1 (Verzi et al., 2014): reaching the labial side of the tooth, with its labial 
end reaching the labial end of the posteroloph + metaloph (0); shorter and posterolabially oriented (1).  

Character 54. Mesolophule on M1 (Verzi et al., 2014): with its labial end reaching the labial edge of the 
molar, free or contacting the anterior part of the metacone area (0); with its labial end joined to the medial 
wall of metacone area (1).  

Character 55. Mesolophule on M1–2 (see Lavocat’s interpretation in Wood, 1974:fig. 1; Verzi et al., 
2014): originated from the hypocone area (0); lingually connected to posteroloph + metaloph (1). 

Character 56. Posterior lophs of adult M1: mesolophule not fused to posteroloph + metaloph; separated by 
the metaflexus or metafossette (0); fused, forming a simplified lobe without fossettes even when 
paraflexus/fossette and mesoflexus/fossette are present (1).  

Character 57. Posteroloph + metaloph on non-senile M1–3: widely connected to the hypocone area (0); 
connection to the hypocone area narrow or absent (1). 

Character 58. Flexi of M1-2: persistent or forming fossettes nearly synchronically (the metaflexus may 
close somewhat earlier) (0); para- and metaflexus closing markedly earlier than mesoflexus, parafossette 
generally smaller and more short-lived than the metafossette (1). 

Character 59. Metaflexus on non-senile M1–M2: curved and of variable length, but never occupying the 
entire occlusal surface (0); transverse and strongly penetrating, crossing the entire occlusal surface or 
nearly so (1). 

Character 60. Dp4: with lophid/s anterior to hypolophid subparallel, free, or united at the lingual end by 
the flexids closing, but not forming a lobe (0); with lophid/s anterior to hypolophid forming a rounded 
lobe (1); with lophids anterior to hypolophid joined to form a subrhombic lobe or a rounded lobe with a 
pointed projection on the labial side of the protoconid area (2); with lophids anterior to hypolophid joined 
to form a subovoidal to semicircular lobe (3); with lophids anterior to hypolophid represented by a single, 
composite, curved crest, which joins the hypolophid when worn forming a lobe of variable morphology 
(4); with lophids anterior to hypolophid forming a v-shaped lobe (5).  

Character 61. Dp4: with persistent flexids/fossetids (0); with only hypo- and mesoflexid (1); with 
hypostriid and mesostriid (2); without flexids (3). 
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Character 62. Anterior side of m1-2 (metalophulid I – protoconid area): straight or convex especially at 
level of the protoconid (0); with a convexity at level of the bottom of the anteroflexid (or antero- + 
mesoflexid) and a concavity at level of the protoconid area, the latter with a pointed lateral extension (1).  

Character 63. Metalophulid II of m1–2: originating from the protoconid area (0); originating from the 
metalophulid I (1).  

Character 64. Lophids posterior to metalophulid I: metalophulid II and mesolophid present as complete 
crests (0); root of metalophulid II joined to or even submerged into middle portion of metalophulid I, 
mesolophid present as a complete crest or joined to the previous composite crest forming two (see 
Carvalho and Salles 2004) to one crest/s (1); metalophulid II present as a complete crest, or interrupted in 
its middle and represented by a proximal spur and a distal portion, mesolophid absent or rarely present 
during early ontogeny (2); metalophulid II as a reduced, short crest joined to or integrated into the distal 
portion of metalophulid I so that the lingual end of the first crest is usually expanded, mesolophid as a 
reduced crest or a spur that does not join the relictual metalophulid II or  corresponding distal thickening 
of the first crest (3); metalophulid II as a reduced, short crest joined to or integrated into the distal portion 
of metalophulid I so that the lingual end of the first crest is usually expanded, mesolophid forming a 
complete or interrupted crest whose distal end joins the metalophulid II or the corresponding distal 
thickening of the first crest (4). 

Character 65. Anterior lophids of m1-2: not forming a lobe (0); forming a lobe due to early fusion 
(relative to posterior lophids) of the lophids anterior to hypolophid (1); forming a lobe by early fusion of 
the hypolophid with the anterior complex lophid (2). 

Character 66. Enamelled margins of hypolophid: both essentially straight or moderately concave 
anteriorly, extreme of lophid subrounded or truncated (0); more markedly concave, especially the 
posterior one, extreme of lophid pointed (1).  

Character 67. Posterolophid of adult m1-2: not isolated (0); forming an isolated lamina (1). 

Character 68. Protoconid area, hypolophid and ectolophid: not aligned (0); aligned and posterolingually 
oriented (1). 

Character 69. Flexids (or the corresponding fossettids) of lower molars (Verzi et al., 2010): present (0); 
only hypo- and mesoflexid/fossettid (or their corresponding striids) are present (1); absent or vestigial (2).  

Character 70. Orientation of lingual extreme of posterior flexid (metaflexid) of adult lower molars: lingual 
or posterolingual (0); markedly posterior (1). 

Character 71. Hypo- and mesoflexid of m1-m2, if figure-eight shaped: present (0); closed and leaving 
evident striids in non-senile adults (1). 

Character 72. m3 (Verzi, 2008; Verzi et al., 2010): not reduced or moderately reduced (especially its 
posterior lobe) (0); extremely reduced, subelliptic to subcircular in cross section, with its implantation 
posterolateral or posterior and dorsal to i1 (1). 

Character 73. Occlusal morphology of m1–m2, if subrhombic to crescent-shaped (Verzi, 2008; Verzi et 
al., 2010): without anterior protrusion limiting the lingual concavity (0); crescent shaped, with an anterior 
protrusion limiting the lingual concavity (1). 

Character 74. Occlusal portion of molars: moderate to small relative to skull or mandible size (0); 
proportionally very large (1). 

Character 75. Basal portion of molar crown (lacking flexids) (Verzi et al., 2011): short, with at least the 
hypoflexid extending almost to the base of the crown (0); high (1). 
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Character 76. Ventral width of rostrum, anterior to the incisive foramina (Olivares and Verzi, 2015): 
similar to that at level of incisive foramina (0); markedly narrower (1). 

Character 77. Antorbital zygomatic bar (Olivares and Verzi, 2015): narrow and with the anterior margin at 
the level of DP4-M1 (0); markedly wider and with the anterior margin at the level of M1-M2 (1).  

Character 78. Anterior boundary of the orbit (Olivares and Verzi, 2015): at the level of DP4-M1 (0); at the 
level of M2 (1). 

Character 79. Mastoid bulla (Olivares and Verzi, 2015): wide (0); narrow (1). 

Character 80. Mandibular condyle (Olivares and Verzi, 2015): (0) markedly dorsal to the molars; (1) near 
at the occlusal level of molars or below it.  

Character 81. Occlusal surface of upper incisors (Olivares and Verzi, 2015): not extended along the whole 
exposed crown (0); long, extended along the whole exposed portion of crown (1).  

Character 82. Lateral process of supraoccipital (Olivares and Verzi, 2015): straight (0); anteriorly 
deflected in its origin (1). 

Character 83. Morphology of anterior margin of labial end of metaflexid of adult m1-m2: straight, labially 
or anterolabially oriented, and close to lingual end of hypoflexid (0); curved, posterolabially oriented and 
widely separated from posterior margin of hypoflexid (1). 

Character 84. Labial fossettes of upper molars and lingual fossettids in lower molars: formed early in 
ontogeny (elongated and persistent) (0); formed sequentially as wear progresses (1). 

Character 85. Morphology of hypoflexid of trilophodont m1-m2 (in occlusal view): not exceeding midline 
of molar (0); exceeding midline of molar (1). 

Character 86. Location of lingual end of hypoflexid of trilophodont m1-m2 (in occlusal view): slightly 
anterior to labial end of metaflexid (0); facing labial end of metaflexid (1); facing posterolabial margin of 
mesoflexid (2).  

Character 87. Trilophodont molars: with wide lophids, narrow flexids (0); with very narrow lophids, wide 
flexids (1). 

Character 88. Morphology of the posterior lophs in M1 vs M2: with the same pattern of loph reduction 
(0); with different pattern of loph reduction (M1 with marked reduction of last lophs, mesolophule + 
metaloph + posteroloph and M2 with mesolophule as an independent crest, connected or not to the 
hypocone area) (1).  

Character 89. Supraorbital ridges (Neves and Pessôa, 2011; Pessôa et al., 2015): absent or poorly 
developed (0); conspicuous, extending almost in parallel along anterior half of frontals and diverging 
toward squamosal-parietal or fronto-squamosal sutures (1); conspicuous, extending in parallel along 
frontals and squamosal-parietal suture (2). 

Character 90. Lateral margin of incisive foramina, anterior to premaxilla-maxillary suture (Olivares and 
Verzi, 2015): without contact with interpremaxillary foramen (0); very close to and lateral to 
interpremaxillary foramen (1).  

Character 91. Diastema in front of dp4: below alveolar margin, describing a curve or forming a ledge (0); 
level with alveolar margin, without ledge, slightly curved or straight (1). 

Character 92. Placement of inferior zygomatic root in relation to palatal bridge (Carvalho and Salles, 
2004; Candela and Rasia, 2012): at same level (0); inferior zygomatic root more dorsally placed (palatal 
bridge projected ventrally) (1). 
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APPENDIX S2. Combined character matrix. Multistate characters 49 and 51 were treated as ordered 
(additive). The morphological matrix (92 characters and 73 taxa) used for the morphological phylogenetic 
analysis is the numeric block, without last 6 genera. 

nstates 32; 
xread 
4232 79 
 
&[numeric] 
 
Dasyprocta 0 ? 0 ? 1 0 0 0 0 ? 0 0 0
 0 0 0 0 0 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 0 0 0 0 ? 0 0 0 0
 0 0 0 0 0 0 0 0 0 ? ? 0 0 0
 ? 0 0 0 0 ? ? 0 0 0 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 0
 0 0 ? ? ? 0 0 0 0 0 
Clyomys 0 0 0 0 0 0 0 0 1 0 1 1 0
 0 0 0 0 0 0 0 0 1 1 1 1 0 0
 0 0 0 0 1 0 0 0 0 0 1 0 0 1
 0 0 0 0 0 0 0 0 0 0 0 1 0 0
 0 0 0 0 0 4 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 0
 0 1 1 1 0 0 0 0 0 0 
Euryzygomatomys 0 0 0 0 0 0 0 0 1 0 1 1
 0 0 0 0 0 0 0 0 0 1 1 1 1 0
 0 0 0 0 0 1 0 0 0 0 0 1 0 0
 1 0 0 0 0 0 0 0 0 0 0 0 1 0
 0 0 0 0 0 0 4 0 0 ? ? 0 0 0
 0 0 0 ? 0 ? 0 0 0 0 0 0 0 0
 0 0 1 1 1 0 0 0 0 0 0 
Carterodon 0 0 0 0 0 0 0 0 0 ? 1 1 ?
 0 0 0 0 0 0 0 0 1 0 1 1 0 0
 0 0 0 0 0 0 0 0 0 0 1 0 0 1
 0 0 0 0 0 0 0 0 0 0 0 1 0 0
 0 0 0 0 0 4 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 0
 0 1 1 1 0 0 0 0 0 0 
Theridomysops 0 ? ? ? 0 ? ? 0 0 ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? 0 ? 0 0 0 0 0 0 1 0
 0 0 0 0 0 0 4 0 0 ? ? 0 0 0
 0 0 0 ? 0 ? 0 0 0 ? 0 ? ? ?
 ? 0 1 1 1 0 0 ? ? 0 0 
Dicolpomys 0 ? 0 ? 0 0 ? 0 1 ? ? ? ?
 ? 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 0 0 0 0 0 0 1 ? ?
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 0 ? 0 ? 0 4 0 0 ? ? 2 0 ? 0
 0 0 ? 0 ? 0 0 0 ? 0 ? 0 ? ?
 0 1 ? ? ? 0 ? 0 0 0 
Trinomys 0 0 0 0 0 0 1 0 0 0 1 1 0
 0 0 1 [01] 0 1 1 0 0 0 0 0 0 0
 0 0 0 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 [14] 0 0 1 1 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 1 1 1 0 0 1 0 0 0 
Elaeviplicatus 0 0 0 0 0 0 0 0 0 ? 1 1 0
 0 0 0 1 0 0 0 0 1 0 ? 0 0 0
 0 0 0 0 0 1 0 0 0 0 1 0 0 ?
 ? 0 0 0 ? 1 0 0 0 0 0 0 0 0
 0 0 0 1 0 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 1 1 1 1 1 1 1
 0 1 0 0 0 0 0 0 0 0 
Eformosus 0 0 0 0 0 0 ? 0 0 ? 1 1 0
 0 0 1 1 0 ? 0 0 1 0 ? 0 0 0
 0 0 0 0 0 1 0 ? 0 0 1 0 0 ?
 ? ? ? 0 ? 1 0 0 0 0 0 0 0 0
 0 0 0 1 0 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 1 1 1 ? 1 1 ?
 0 1 0 0 0 0 0 1 0 0 
Egracilis 0 0 0 0 0 0 0 0 0 ? 1 1 0
 0 0 0 0 ? 1 0 0 1 0 0 0 0 0
 0 0 0 0 0 1 0 0 0 0 1 0 0 1
 0 0 0 0 0 1 0 0 0 0 0 0 0 0
 0 0 0 1 0 0 0 0 ? ? 1 0 0 0
 0 0 ? 0 ? 0 0 1 1 1 0 1 1 1
 0 1 0 0 0 0 0 0 0 0 
Echapalmalensis 0 0 0 0 0 0 0 0 0 ? 1 1
 0 0 0 0 1 0 0 0 0 1 0 0 0 0
 0 0 0 0 0 0 1 0 0 0 0 1 0 0
 1 0 0 0 0 0 1 0 0 0 0 0 0 0
 0 0 0 0 1 0 0 0 0 ? ? 0 0 0
 0 0 0 ? 0 ? 0 0 1 1 1 1 1 1
 1 0 1 0 0 0 0 0 1 0 0 
Emarplatensis 0 0 0 0 0 0 0 0 0 ? 1 1 0
 0 0 0 ? 0 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 1 0 ? 0 0 1 0 0 ?
 ? ? 0 0 0 1 0 0 0 0 0 0 0 0
 0 0 0 1 0 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 1 1 1 ? 1 1 1
 0 1 0 0 0 0 0 1 0 0 
Pampamys 0 ? 0 ? 0 0 0 0 0 ? ? ? ?
 ? 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
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 ? ? ? 0 ? 1 0 0 0 0 0 0 0 0
 0 0 0 0 0 [01] 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? 0 ? 0 0 ?
 0 1 0 0 0 0 0 0 0 0 
Thrichomys 0 0 0 0 0 0 0 0 0 0 1 1 0
 0 0 0 1 0 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 1 [01] 0 0 0 1 0 0 1
 0 0 0 0 0 1 0 0 0 0 2 0 0 0
 [01] 1 0 0 0 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 1 0 0 0 1 1 0 0 0 
Tlaurentius 0 0 0 0 0 0 0 0 0 0 1 1 0
 0 0 0 1 0 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 1 1 0 0 0 1 0 0 1
 0 0 0 0 0 1 0 0 0 0 2 0 0 0
 [01] 1 0 0 0 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 1 0 0 0 1 1 0 0 0 
Ullumys 0 ? ? ? 0 ? ? 0 0 ? 1 ? ?
 ? 0 0 1 0 0 0 ? ? ? ? ? 0 0
 ? 0 0 0 ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 1 0 0 0 0 2 0 0 0
 [01] 1 0 0 0 1 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? 1 ? 1 ? ?
 0 1 0 0 1 1 0 ? 1 0 
Eintermedius 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? ? 0 0 0 ? ? ? ? ?
 ? ? ? ? ? ? ? 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 ? ? ? ? ? ? ?
 0 1 0 0 1 ? ? ? 1 ? 
Hoplomys 0 0 0 0 0 0 1 0 0 ? 1 1 0
 0 0 1 1 ? 1 0 0 0 0 0 0 0 0
 0 0 0 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 0 0 0 1 0 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 0 ? ? ? 0 1 0 0 0 
Proechimys 0 0 0 0 0 0 1 0 0 0 1 1 0
 0 0 1 1 ? 1 0 0 0 0 0 0 0 0
 0 0 0 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 0 0 0 1 [01] 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 0 [?0] [?0] [?0] 0 1 0 0 0 
Paramyocastor 0 ? 0 0 1 0 ? ? 0 ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?



11 

 

 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? 0 ? ? 0 0 0 0 0 0 0
 0 0 0 1 0 0 0 0 0 ? 1 0 0 0
 0 0 0 ? 0 ? 0 0 0 ? ? ? 0 0
 ? 0 1 ? ? ? 0 ? ? 0 1 
Myocastor 0 0 0 0 1 0 0 0 0 ? 1 1 0
 0 0 0 0 0 0 0 0 0 0 1 0 0 0
 0 1 0 0 0 ? 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 1 0 0 0 0 0 1 1 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 1 0 0 1
 0 1 ? ? ? 0 0 0 0 1 
Mesomys 0 0 0 0 0 0 0 0 0 0 1 1 0
 0 0 0 0 0 0 1 0 0 0 0 0 0 0
 0 0 1 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 0 0 0 1 1 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 0 ? ? ? 0 2 0 0 0 
Lonchothrix 0 0 0 0 0 0 0 0 0 ? 1 1 0
 0 0 0 0 0 1 1 0 0 0 0 0 0 0
 0 1 0 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 1 1 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 0 0 0 1 1 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 0 ? ? ? 0 2 0 0 0 
Isothrix 0 0 0 0 0 0 0 1 0 0 1 1 0
 0 0 0 0 0 1 [01] 0 0 0 0 0 0 0
 0 0 1 0 0 1 0 1 0 0 ? 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 0 1 0 1 0 0 0 0 0 0 
Maruchito 0 ? 0 ? 0 0 ? 1 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? 1 ? ? ?
 ? ? ? 0 ? 0 0 0 1 0 0 0 0 0
 0 0 0 0 1 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 1 1 0 2 0 0 ? 0 0 0 
Makalata 0 0 0 0 0 0 0 1 0 ? 1 1 0
 0 0 0 0 ? 1 1 0 0 0 0 0 0 0
 0 0 1 1 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 1 0 1 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 1 1 0 2 0 0 0 0 0 0 
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Toromys 0 0 0 0 0 0 0 1 0 ? 1 1 0
 0 0 0 0 0 1 1 0 0 0 1 0 0 0
 0 0 1 1 0 1 0 1 0 0 1 0 0 1
 0 ? 0 0 1 0 1 0 1 0 0 0 0 0
 0 0 1 0 1 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 1 1 0 2 0 0 0 0 0 0 
Phyllomys 0 0 0 0 0 0 0 1 0 0 1 1 0
 0 0 0 0 ? 1 1 0 0 0 1 0 0 0
 0 0 1 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 1 0 1 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 1 1 0 2 0 0 0 0 0 0 
Echimys 0 0 0 0 0 0 0 1 0 0 1 1 0
 0 0 0 0 ? 1 1 0 0 0 1 0 0 0
 0 0 1 0 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 1 0 1 0 0 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 0 0 0 0 0 1
 1 1 0 2 0 0 0 0 0 0 
Kannabateomys 0 0 2 2 1 1 0 1 0 ? 1 1
 0 0 0 0 0 ? 1 1 0 0 0 1 0 0
 0 0 1 1 1 0 1 0 1 0 0 1 0 0
 1 0 0 0 0 1 0 1 0 1 0 0 0 0
 0 0 0 0 0 0 0 0 0 ? ? 0 0 0
 1 0 0 ? 0 ? 1 0 0 0 0 0 0 0
 1 0 1 0 0 0 0 0 0 0 1 
Dactylomys 0 0 2 0 1 1 0 1 0 ? 1 1 0
 0 0 0 0 ? 1 1 0 0 0 1 0 0 0
 0 1 1 1 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 1 0 1 0 0 0 0 0
 0 0 0 0 0 0 0 0 ? ? 0 0 1 1
 0 0 ? 0 ? 1 0 0 0 0 0 0 0 1
 0 1 0 0 0 0 0 0 0 1 
Olallamys 0 0 2 ? 1 1 0 1 0 ? 1 ? ?
 0 0 0 ? ? 1 1 0 0 0 1 0 ? ?
 0 ? ? 1 0 1 0 1 0 0 1 0 0 1
 0 0 0 0 1 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 0 0 0 ? ? 0 0 1 1
 0 0 ? 0 ? 1 0 0 0 0 0 0 0 1
 0 1 0 0 0 0 0 0 0 1 
Adelphomys 0 ? ? ? 0 0 ? 1 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 0 1 0 0 0 ? 0 ? ?
 0 0 0 0 0 3 0 0 ? ? 0 0 0 1
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 0 1 ? 0 ? ? 0 0 ? ? ? ? ? ?
 0 1 0 0 0 0 ? ? 0 ? 
Stichomys 0 0 0 0 0 0 0 1 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 0 1 [01] 1 0 0 0 ? ?
 0 0 [01] 0 0 3 0 0 ? ? 0 0 0 1
 0 1 ? 0 ? ? 0 0 ? 0 ? ? 0 ?
 0 1 0 0 0 0 ? 0 0 0 
Paradelphomys 0 ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? 0 ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? 0 ? ? 0 0 1
 1 0 1 ? ? ? 0 0 0 ? ? ? ? ?
 ? 0 1 0 0 0 ? ? ? 0 ? 
Eodelphomys 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? 0 0 1
 0 1 ? ? ? ? 0 0 ? ? ? ? ? ?
 0 1 0 0 0 ? ? ? ? ? 
Octodon 0 1 0 0 0 0 0 0 0 0 0 0
 [01] 0 0 0 0 1 0 0 0 0 0 0 0 1
 0 0 1 0 0 0 0 0 0 0 0 0 1 0
 0 0 0 0 1 0 0 0 0 0 ? ? ? ?
 ? ? ? ? 1 ? ? 1 ? ? ? ? ? ?
 ? 1 ? 0 0 ? 0 0 0 0 0 ? 0 0
 ? ? ? ? ? ? 0 0 0 0 0 
Spalacopus  0 1 0 0 0 0 0 0 ? ? 0 ? ?
 0 0 0 0 0 ? 0 0 0 0 1 0 1 1
 0 1 0 0 0 0 0 0 0 0 0 1 0 0
 1 0 0 1 0 0 0 0 0 ? ? ? ? ?
 ? ? ? ? ? ? 1 ? ? ? ? ? ? ?
 1 ? 0 0 ? 0 0 0 0 0 ? 0 0 ?
 ? ? ? ? ? 0 0 0 0 1 
Aconaemys  0 1 0 0 0 0 0 0 0 1 0 1 0
 0 0 0 0 1 ? 0 1 0 0 [01] 0 1 1
 0 1 0 0 0 0 0 0 0 0 0 1 0 0
 1 0 0 1 0 0 0 0 0 ? ? ? ? ?
 0 ? 0 1 ? ? 1 ? ? ? 1 ? ? ?
 1 ? 0 0 ? 0 0 0 0 0 ? 0 0 ?
 ? ? ? ? ? 0 0 0 0 0 
Pithanotomys 0 1 0 0 0 0 0 0 0 1 ? 0 ?
 ? 0 0 0 1 0 0 1 0 0 ? 0 1 ?
 0 ? 0 0 0 ? 0 0 1 0 0 1 0 0
 1 0 0 1 0 0 0 0 0 ? ? ? ? ?
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 ? ? ? ? ? ? 1 ? ? ? ? ? ? ?
 1 ? 0 0 ? 0 0 0 0 1 ? 0 0 ?
 ? ? ? ? ? 0 0 0 0 0 
Tympanoctomys 0 1 0 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 0 0 0 0 1 0 0 0 1
 2 0 0 0 0 0 0 0 0 1 1 0 1 0
 0 0 1 2 1 0 0 0 0 0 ? ? ? ?
 ? ? ? ? ? ? ? 1 ? ? ? ? ? ?
 ? 1 ? 0 1 ? 0 0 0 0 0 ? 0 0
 ? ? ? ? ? ? 0 0 0 0 1 
Octomys 0 1 0 0 0 0 0 0 0 0 0 0 0
 ? 0 0 0 0 0 0 0 0 0 0 0 1 2
 0 0 0 0 0 0 0 0 1 1 0 1 0 0
 0 1 0 1 0 0 0 0 0 ? ? ? ? ?
 ? ? ? ? ? ? 1 ? ? ? ? ? ? ?
 1 ? 0 0 ? 0 0 0 0 0 ? 0 0 ?
 ? ? ? ? ? 0 0 0 0 0 
Octodontomys 0 1 0 0 0 0 0 0 0 0 0 0 0
 ? 0 0 0 0 0 0 0 0 0 0 0 0 0
 0 0 0 0 0 0 0 0 0 0 0 1 0 0
 0 0 0 1 0 0 0 0 0 ? ? ? ? ?
 0 ? 0 1 ? ? 3 ? ? ? 1 ? ? ?
 1 ? 1 1 ? 0 1 0 0 0 ? 0 0 ?
 ? ? ? ? ? 0 0 0 0 0 
Abalosia  0 ? 0 ? 0 0 0 0 0 0 ? ? ?
 ? 0 ? ? 0 0 0 0 1 0 ? 0 1 2
 ? 0 0 0 ? ? 0 ? ? ? ? ? ? ?
 0 1 0 1 ? 0 0 0 0 ? ? ? ? ?
 ? ? ? ? ? ? 1 ? ? ? ? ? ? ?
 1 ? 0 0 ? 0 0 0 0 0 ? 0 ? ?
 ? ? ? ? ? 0 0 ? 0 0 
Actenomys 0 0 1 1 0 0 0 0 0 1 [01] ? 1
 0 0 0 0 1 0 0 0 0 0 0 0 0 0
 1 0 0 0 0 0 0 0 0 0 0 1 1 0
 0 0 1 1 0 0 0 0 0 ? ? ? ? ?
 ? ? ? ? ? ? 3 ? ? ? ? ? ? ?
 2 ? ? 0 1 0 1 0 0 0 ? 0 0 ?
 ? ? ? ? ? 0 0 0 0 1 
Ctenomys 0 0 0 1 0 0 0 0 [02] ? [01] 0
 [12] 0 0 0 0 0 ? 0 0 0 0 0 0 0
 0 1 0 ? 0 0 0 0 0 0 0 0 1 1
 0 0 0 1 1 0 0 0 0 0 ? ? ? ?
 ? ? ? ? ? ? ? 3 ? ? ? ? ? ?
 ? 2 ? ? 1 0 0 1 0 0 0 ? 0 0
 ? ? ? ? ? ? 0 0 0 0 0 
Xenodontomys  0 0 1 1 0 0 0 0 0 1 ? ?
 ? ? 0 0 ? 1 0 0 0 0 ? ? ? 0
 0 ? ? ? ? ? ? 0 ? 0 0 0 ? ?
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 ? ? 0 ? 1 ? 0 0 0 0 ? ? ? ?
 ? ? ? ? ? ? ? 3 ? ? ? ? ? ?
 ? 2 ? ? 0 1 0 1 0 ? ? ? ? ?
 ? ? ? ? ? ? 0 0 0 0 0 
Eucelophorus   0 0 0 0 0 0 0 0 2 1 ? ?
 1 ? 0 0 ? 0 ? 0 0 0 0 0 0 1
 ? 1 0 0 0 0 0 0 0 0 0 0 1 1
 0 1 0 1 1 0 0 0 [01] 0 ? ? ? ?
 ? ? ? ? ? ? ? 3 ? ? ? ? ? ?
 ? 2 ? ? 0 0 0 1 0 0 0 ? 0 0
 ? ? ? ? ? ? 0 0 0 0 0 
P_innominatus 0 ? 0 ? 0 0 0 ? 0 ? ? ?
 ? ? ? ? ? ? ? ? 0 0 0 ? 0 ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? 1 ? 0 0 0 0 ? ? ? ?
 ? ? ? ? ? ? ? 3 ? ? ? ? ? ?
 ? 1 ? 1 0 ? 0 1 0 ? ? ? ? ?
 ? ? 1 ? ? ? 0 ? ? 0 ? 
Praectenomys 0 0 0 ? 0 0 ? 0 ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? 0 0 0 0 ? ? ? ? ?
 ? ? ? ? ? ? 3 ? ? ? ? ? ? ?
 2 ? ? 1 0 0 1 0 0 0 ? 0 ? ?
 ? ? ? ? ? 0 ? 0 0 ? 
Sallamys 0 ? 0 ? 0 0 ? 0 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? ? 0 0 0 0 0 0 0 0
 1 1 0 0 0 1 0 0 1 3 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 0 1 0 1 ? 0 0 0 
Willidewu 0 ? 0 0 0 0 0 0 0 ? ? ? ?
 ? ? ? ? ? 0 ? ? ? ? ? ? 0 0
 ? 0 ? 0 ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? 0 0 0 0 ? ? 0 0 0
 1 1 0 0 0 0 0 0 1 3 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 0 1 0 1 ? 0 0 0 
Acaremys 0 0 [01] ? 0 0 0 0 0 0 ? ? ?
 ? ? ? ? ? ? ? 0 0 0 0 0 ? ?
 0 ? ? 0 ? ? ? 0 ? ? 0 1 0 0
 0 0 0 1 0 0 0 0 0 0 0 0 0
 [01] 0 0 0 1 0 1 0 0 1 4 1 0 0
 0 0 0 0 0 ? 0 0 0 ? ? ? ? ?
 ? 0 1 0 0 0 0 ? 0 0 0 
Chasichimys 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
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 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? 0 0 0 0 ? ? ? ? ?
 ? ? ? ? ? 1 2 0 ? ? 0 0 0 0
 [02] 0 ? 0 ? 0 1 0 ? ? ? ? ? ?
 0 1 0 1 0 0 ? ? 0 0 
Chasicomys 0 ? 0 ? 0 0 ? 0 0 0 ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? 0 0 0 0 ? ? 0 ? ?
 0 1 0 0 ? 1 2 0 ? ? 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 ? 1 0 1 0 0 ? 0 0 ? 
Protadelphomys 0 0 0 0 0 0 0 0 0 ? ? 0
 1 ? 0 ? ? 1 0 0 ? ? ? ? ? ?
 ? ? 0 ? ? ? ? ? ? ? ? 0 ? ?
 0 0 ? 1 1 ? 0 0 0 0 ? ? 0 0
 0 1 1 0 0 0 0 0 0 1 3 0 0 1
 0 0 0 ? 0 ? 0 0 0 ? 0 ? 0 0
 ? 0 1 0 1 0 1 ? 0 0 0 
Protabrocoma 0 ? 0 ? 0 0 ? 0 0 ? ? ? ?
 ? 1 ? ? 0 0 ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 0 ? 1 2 ? ? ? ? ?
 ? ? 0 ? ? ? 0 ? ? ? 0 1 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? 0 ? ?
 0 1 0 2 0 0 ? 0 0 ? 
A_bennettii 0 0 0 0 1 0 0 0 0 0 0 ? 0
 1 1 0 0 0 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 0 1 0 1 1 0 1 0 0
 0 0 2 1 0 0 0 1 2 ? ? ? ? ?
 ? ? ? ? ? ? 0 ? ? ? ? 1 0 0
 0 0 ? 0 ? 0 0 0 0 0 ? 0 0 ?
 0 1 0 2 0 0 0 0 0 0 
A_cinerea  0 0 0 0 1 0 0 0 0 0 0 ? 0
 1 1 0 0 0 0 0 0 1 0 0 0 0 0
 0 0 0 0 0 0 1 0 1 1 0 1 0 0
 0 0 2 1 0 0 0 1 2 ? ? ? ? ?
 ? ? ? ? ? ? 0 ? ? ? ? 1 0 0
 0 0 ? 0 ? 0 0 0 0 0 ? 0 0 ?
 0 1 0 2 0 0 0 0 0 0 
Cuscomys 0 0 0 ? 1 0 0 0 0 ? 0 ? 0
 1 1 0 0 ? 0 0 0 1 0 0 0 0 0
 0 0 1 0 0 0 1 0 0 1 0 1 0 0
 0 0 0 2 0 0 0 1 2 ? ? ? ? ?
 ? ? ? ? ? ? 0 ? ? ? ? 1 0 0
 0 0 ? 0 ? 0 0 0 0 0 ? 0 0 ?
 0 1 0 2 0 0 0 0 0 0 
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Spaniomys 0 ? 0 0 0 0 ? 0 0 ? 0 ? 0
 1 1 0 0 0 0 0 ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 0 0 1 1 0 0 0 0 0
 0 0 0 0 0 0 0 [01] 0 2 0 1 0 0
 0 0 ? 0 ? 0 0 0 ? 0 ? ? 0 ?
 0 1 ? ? 0 0 0 0 0 0 
Dudumus 0 ? ? ? 0 0 ? ? 0 0 ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 2 0 0 0 [01] 0 0 1 0 0 1
 0 0 0 0 0 2 0 0 0 2 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? ? 0 ? ? 0 ? 
Prospaniomys 0 0 0 0 0 0 0 0 0 0 ? ? ?
 ? 1 0 0 0 0 1 0 0 0 0 0 0 ?
 0 ? ? 0 ? 0 1 0 1 1 0 1 0 0
 0 0 0 2 ? 0 0 1 0 0 0 0 0
 [01] 0 0 0 0 0 2 0 1 0 2 0 0 0
 0 0 0 ? 0 ? 0 0 0 0 0 ? 0 0
 ? 0 1 ? ? ? 0 ? ? 0 0 
Caviocricetus 0 ? ? ? 0 0 ? 0 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 2 ? 1 0 1 0 1 1 0 1 1
 0 0 0 0 0 5 0 0 0 2 0 0 0 0
 0 0 0 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? ? 0 ? ? 0 ? 
Neophanomys 0 ? ? ? 0 0 ? 0 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? 0 0 0 0 1 2 0 ? ?
 ? 0 0 ? ? 1 0 0 ? ? ? 0 0 0
 0 0 0 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 0 0 0 ? ? ? 0 ? 
A_minutissimus 0 ? ? ? 0 0 ? 0 0 ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? 1 ? 0 0 0 0 1 2 0 1
 1 0 0 0 0 0 1 0 0 ? ? 0 0 0
 0 0 0 0 0 ? 0 0 0 ? ? ? ? ?
 ? 0 1 0 0 0 0 ? ? 0 ? 
Xylechimys 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 0 ? 0 1 1 1 ? ? ? ? ?
 ? ? ? ? ? ? ? 0 ? ? 1 0 0 1
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 0 1 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? 0 ? ? ? 0 ? 
Deseadomys 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? 1 1 0 ? ? ? 0 ?
 0 0 0 0 0 ? ? 1 0 2 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? ? 0 ? ? 0 ? 
Platypittamys 0 ? ? ? ? ? ? 0 ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? ? ? ? 0 ? ? 0 ? 1
 0 0 0 0 0 ? ? 0 1 4 1 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? ? 0 ? ? 0 ? 
Protacaremys 0 ? ? ? 0 0 ? 0 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 2 ? 0 0 1 0 0 0 0 0 0
 0 0 0 0 0 2 0 1 0 2 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? ? 0 ? ? 0 ? 
P_denisae 0 ? ? ? 0 0 ? 0 0 ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 2 ? 0 0 1 0 0 0 0 0 0
 0 0 0 [01] 0 2 0 1 0 2 0 0 0 0
 0 0 ? 0 ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? 0 0 ? ? 0 ? 
Plesiacarechimys 0 ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? 1 ? 0 0 0 0 0 1 0 1
 1 0 0 0 0 0 1 0 0 1 4 0 0 0
 0 0 0 ? 0 ? 0 0 0 ? ? ? ? ?
 ? 0 1 ? ? ? 0 ? ? 0 ? 
Galileomys 0 ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? 1 ? 0 0 0 0 ? ? 0 ? ?
 0 0 0 0 0 ? ? 0 1 4 1 0 0 0
 0 0 ? ? ? 0 0 0 ? ? ? ? ? ?
 0 1 ? ? 0 0 ? ? 0 ? 
Pipanacoctomys ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
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 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? 
Cavia ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? 
Chinchilla ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? 
Erethizon ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? 
Cuniculus ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? 
Hydrochoerus ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? ? ? ? ?
 ? ? ? ? ? ? ? ? ? ? 
 
 
&[dna] 
Hydrochoerus     
GACTACCTAAATGGCCCCTTCACGGTGGTGGTCAAGGAGTCATGTGATGGGATGGGGGACGT
GAGTGAGAAGCATGGGAGTGGACCAGCAGTTCCCGAAAAGGCAGTCCGTTTCTCATTCACAA
TCATGAGAATTACTCTAGCGCATGGCTCCCAGAACGTGAAGGTGTTCGAGGAAGCCAAACCT
AACTCTGAACTGTGTTGCAAGCCCTTGTGCCTTATGCTGGCCGACGAGTCCGATCACGAGAC
CCTGACTGCCATCCTGAGCCCTCTCATCGCAGAGAGGGAGGCCATGAAAAGCAGTGAATTAC
AGCTGGAGATGGGAGGTATCCTGAGGACCTTCAAATTCCTCTTCAGGGGCACCGGCTATGAT
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GAAAAACTTGTCAGGGAAGTGGAAGGCCTTGAGGCTTCTGGCTCAGTCTACATTTGCACTCT
TTGTGATGCCACCCGTTTGGAAGCCTCTCAGAATCTTGTCTTCCATTCCATAACCAGAAGCCA
CGCTGAGAACCTGGAACGCTACGAGGTCTGGCGTTCCAACCCGTACCACGAGTCAGTGGAAG
AGCTACGGGATCGAGTGAAAGGAGTCTCAGCCAAACCTTTCATTGAGACAGTCCCTTCCATA
GACGCGCTCCACTGTGACATTGGGAATGCAGCCGAATTCTACAAGATTTTCCAGCTGGAGAT
AGGGGAAGTGTATAAAAATCCCAACGCTTCCAGAGAGGAGAGGAAGAGATGGCAGGCCACC
TTGGACAAGCATCTCAGAAAGAAGATGAAC?????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????? 
 Erethizon     
GACTACCTGAATGGCCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGGGATGT
GAGTGAGAAGCACGGGAGTGGACCAGCAGTTCCTGAAAAGGCAGTTCGTTTTTCATTCACAG
TCATGAGAATTACCATAGTGCACGGCTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCTGAACTGTGTTGCAAGCCGTTGTGCCTTATGCTGGCCGATGAGTCTGATCACGAGACC
CTGACTGCCATCCTGAGCCCTCTCATCGCCGAGAGGGAGGCCATGAAGAGCAGTGAATTACT
GCTGGAGATGGGAGGCATCCTCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGATG
AAAAACTTGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCTTT
GTGATGCCACTCGCCTGGAAGCCTCTCAGAATCTTGTCTTCCACTCCATAACCAGAAGCCACA
CTGAGAACCTGGAGCGCTACGAGGTCTGGCGTTCCAACCCGTACCATGAGTCAGTGGAAGAG
CTACGGGATCGAGTGAAAGGAGTCTCTGCCAAACCTTTCATTGAGACGGTCCCTTCCATTGA
CGCGCTCCACTGTGACATCGGCAATGCAGCAGAATTCTACAAGATTTTCCAGCTAGAGATAG
GGGAGGTGTATAAAAATCCCAATGCCTCCAAAGAGGAAAGGAAAAGATGGCAGGCCACCTT
GGACAAGCATCTCCGAAAGAAGATGAAC????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????? 

 A_bennettii
 GACTACCTCAGTGGCCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGGG
ATGTGAGTGAGAAGCACGGGAGTGGACCTGCCGTTCCTGAAAAGGCAGTCCGTTTTTCATTC
ACCGTCATGAGAATTACCATAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAAGAAGCCAA
GCCTAACTCTGAACTGTGCTGTAAGCCATTGTGCCTTATGCTGGCCGATGAGTCCGACCATGA
GACCCTGACTGCTATCCTCAGYCCGCTTATCGCAGAGAGGGAGGCCATGAAGAGCRGTGASC
TCCTGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGGTAT
GATGAAAAACTTGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTAC
TCTGTGTGATGCCACTCGCCTGGAAGCTTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAG
CCACACCGAGAACTTGGAACGCTAYGAGGTCTGGCGTTCCAATCCGTACCACGAGTCAGTGG
AAGATCTACGGGATCGAGTGAAAGGGGTCTCAGCCAAACCTTTCATCGAGACGGTCCCTTCC
ATAGACGCRCTGCACTGTGACATTGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTAGA
GATAGGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCC
ACCTTGGACAAGCATCTCCG?????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????? 

 Octodontomys  
GACTACCTCAATGGCCCCTTCACGGTGGTGGTCAAGGAATCTTGTGATGGGATGGGGGATGT
GAGTGAGAAGCACGGGAGCGGGCCGGCAGTTCCTGAAAAGGCAGTTCGTTTTTCATTCACCA
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TCATGAGAATTACCATAGCGCACAGCTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCTGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCCGATGAGTCCGACCACGAGAC
CCTGACTGCCATCCTCAGCCCGCTCATCGCTGAGAGGGAGGCCATGAAGAGCAGTGAGCTCC
TGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGAT
GAAAAACTTGTCCGGGAAGTGGAAGGCCTGGAGGCTTCTGGCTCAGTCTACATTTGTACTCT
TTGTGATGCCACTCGCCTGGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCA
CACTGAGAACCTGGAGCGCTACGAGGTCTGGCGCTCCAACCCGTACCATGAGTCAGTGGAAG
AGCTACGGGATCGAGTGAAAGGGGTCTCGGCCAAACCTTTCATTGAGACGGTTCCTTCCATA
GACGCGCTGCACTGTGACATTGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTAGAGAT
AGGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACC
TTGGACAAGCACCTCAGAAAGAAGATGAACCTGAAGCCAATCATGAGAATGAATGGCAACT
TTGCGAGGAAGCTCATGACCAAAGAGACGGTTGAGGCGGTTTGTGAGTTGATTCCTTCCACA
GAGAGGCACGAAGCTCTCAGGGAGCTGATGGACCTTTACCTGAAGATGAAGCCTGTGTGGCG
GTCCACATGCCCAGCTGAGGAGTGCCCAGACTCCCTCTGCCAGTACAGTTTCAACTCCCAGC
GTTTCGCCGAGCTCCTCTCTACCAGGTTCAAGTACAGATACGAAGGCAAGATCACCAATTAT
TTTCACAAAAC 

 Ctenomys      
?????CCTCAATGGCCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGGGATGTGA
GTGAGAAGCACGGGAGTGGGCCGGCCGTTCCTGAAAAGGCAGTTCGCTTTTCATTCACCATT
ATGAGAATTACCATAGCGCAGAGCTCCCAGAACGTGAAGGTGTTTGAAGAAGCCAAGCCTA
ACTCTGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCCGATGAGTCTGATCACGAGACC
CTGACTGCCATCCTCAGCCCGCTCATCGCTGAGAGGGAGGCCATGAAGAGCAGTGAGCTCCT
GCTAGAGATGGGAGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGAGGCACTGGCTATGATG
AAAAACTTGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCTTT
GTGACGCCACTCGCCTGGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCAC
ACAGAGAACCTGGAGCGCTACGAGGTCTGGCGTTCCAACCCGTATCATGAGTCAGTGGAAGA
CCTACGGGATCGAGTGAAAGGGGTCTCTGCCAAACCTTTCATTGAGACGGTCCCTTCCATAG
ACGCGCTGCACTGTGACATTGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTAGAGATA
GGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAGGAAAGGAAAAGATGGCAGGCCACCT
TGGACAAGCATCTCAGAAAGAAGA??????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????? 

 Echimys       
GACTACCTCAACGGTCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGAGATGT
GAGTGAGAAACACGGGAGCGGGCCTGCCGTTCCTGAAAAGGCAGTTCGTTTTTCATTCACCG
TCATGAGAATTACCATTGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCTGATGAATCCGACCACGAGAC
CCTGACTGCCATCCTCAGCCCGCTCATCGCTGAGAGGGAAGCCATGAAGAGCAGTGAGCTCC
TGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGAT
GAAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCT
TTGCGATGCCACCCGCCTTGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCA
CACCGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAG
AGCTACGGGATCGAGTGAAGGGGGTCTCAGCCAAACCTTTCATCGAGACGGTCCCTTCCATA
GATGCGCTGCACTGTGACATCGGCAATGCTGCCGAATTCTACAAGATTTTCCAGCTAGAGAT
AGGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACC
TTGGACAAGCATCTCCGAAAGAAGATGAACCTGAAGCCGATCATGAGAATGAATGGCAACT
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TTGCCAGGAAGCTCATGACCAAAGAGACGGTGGAGGCGGTTTGTGAGTTGATACCTTCCATG
GAGAGGCATGAAGCTCTCAGGGAGCTGATGGACCTTTACCTGAAGATGAAGCCTGTGTGGCG
GTCCACATGCCCAGCTCAGGAGTGTGCAGACTCCCTCTGCCAATACAGCTTCAATTCCCAGC
GTTTCGCCGAGCTTCTCTCTACCAAGTTCAAGTACAGATACGAAGGCAAAATCACCAATTAC
TTCACCAAAAC 

 Isothrix      
GACTACCTCAATGGCCCCTTCACCGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGAGATGT
GAGTGAGAAACACGGGAGCGGGCCTGCCGTTCCTGAAAAGGCAGTTCGTTTTTCATTCACCG
TCATGAGAATTACCATAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCCGATGAGTCCGACCACGAGAC
TCTGACTGCCATCCTCAGCCCGCTCATCGCCGAGAGGGAAGCCATGAAGAGCAGYGAGCTCC
TGCTGGAGATGGGAGGCATYCCCAGGACCTTCAAGTTCCTCTTCAGAGGCACTGGCTATGAT
GAAAAACTTGTCCGAGAAGTGGAAGGCCTCGAGGCTTCTGGCTCYGTCTACATTTGTACTCTT
TGTGATGCCACCCGCCTTGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCAC
GCTGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCGTACCATGAGTCAGTGGAAGA
GCTACGGGATCGAGTGAAAGGGGTCTCGGCCAAACCTTTCATCGAGACRGTCCCTTCCATAG
ACGCGCTGCACTGTGACATCGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTMGAGATA
GGGGAGGTGTATAAGAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACCT
TGGACAAGCATCTCCGAAAGAAGATGAACCTGAAGCCGATCATGAGAATGAATGGCAACTT
TGCCAGGAAGCTCATGACCAAAGAGACGGTGGAGGCGGTTTGTGAGTTGATTCCTTCCACCG
AGAGGCATGAAGCTCTCAGGGAGCTGATGGACCTTTACCTGAAGATGAAGCCCGTGTGGCGG
TCCACATGCCCAGCTCAGGAGTGCGCAGACTCCCTCTGCCAGTACAGCTTCAATTCCCAGCGT
TTCGCCGAGCTTCTCTCTACCAAGTTCAAGTACAGATACGAAGGCAAAATCACCAATTACTTT
CACAAAAC 

 Hoplomys      
GACTACCTCAGTGGCCCCTTCACGGTGGTTGTCAAGGAGTCTTGTGATGGGATGGGAGATGT
GAGTGAGAAACACGGGAGCGGGCCTGCCGTTCCTGAAAAGGCAGTTCGTTTTTCGTTCACCG
TCATGAGAATTACCGTAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCCGATGAGTCCGACCACGAGAC
CCTGACTGCCATCCTCAGCCCGCTCATCGCCGAGAGGGAAGCCATGAAGAGCAGTGAGCTCC
TGCTGGAGATGGGCGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGAT
GAAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCT
TTGTGATGCCACCCGTCTTGAAGCGTCCCAAAATCTTGTCTTCCACTCCATAACCAGAAGTCA
CACTGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAG
AGCTACGGGATCGGGTGAAAGGGGTCTCGGCCAAACCTTTCTTCGAGACGGTCCCTTCCATA
GACGCCCTGCACTGTGACATCGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTAGAGAT
AGGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACC
CTGGACAAGCATCT??????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
???????????????????????????????????????? 

 Dactylomys    
GACTACCTCAACGGCCCCTTCATGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGGGATGT
CAGTGAGAAACATGGCAGCGGGCCTGCCGTTCCTGAAAAGGCAGTTCGATTTTCATTCACCG
TCATGAGAATTACCATAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCTGATGAGTCCGACCATGAGAC
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CCTGACTGCCATCCTCAGCCCGCTCATCGCCGAGAGGGAAGCCATGAAGAGCAGTGAGCTCC
TGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGAT
GAAAAACTTGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGCACGCT
TTGTGATGCCACCCGCCTCGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCA
CACCGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAG
AGCTACGGGATCGAGTGAAAGGGGTCTCGGCCAAACCATTTATCGAGACGGTCCCTTCCATA
GACGCGCTGCACTGTGACATCGGCAATGCCGCCGAATTCTACAAGATTTTCCAGCTAGAGAT
AGGGGAGGTGTATAAGAACCCCAATGCATCCAAAGAAGAAAGGAAACGATGGCAGGCCACC
TTGGACAAGCACCTCCGAAAGAAGATGAACCTGAAGCCGATCATGAGAATGAATGGCAACT
TTGCCAGGAAGCTCATGACCAAAGAGACGGTGGAGGCGGTTTGTGAGTTGATTCCTTCCGCG
GAGAGGCACGAAGCTCTCAGGGAACTGATGGACCTTTATCTGAAGATGAAGCCCGTGTGGCG
GTCCACATGCCCAGCCCAGGAGTGCGCAGACTCCCTCTGCCAGTACAGCTTCAACTCCCAGC
GTTTCGCCGAGCTTCTGTCTACCAAGTTCAAGTACAGATACGAAGGCAAAATCACCAATTAC
TTCAACAAAAC 

 Makalata      
GACTACCTCAATGGCCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGAGATGT
GAGTGAGAAACACGGGAGCTTACCTGCCGTTCCTGAAAAGGCAGTTCGTTTTTCATTCACCG
ACATGAGAATTACCATAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCTGATGAATCCGACCACGAGAC
CCTGACTGCCATCCTAAGCCCACTCATCGCTGAGAGGGAAGCCATGAAGAGCAGCGAGCTCC
TGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGAT
GAAAAACTCGTCCGGGAAGTGGAAGGCCTTGAGGCTTCTGGCTCAGTCTACATTTGTACTCTT
TGTGATGCCACCCGCCTTGAAGCCTCTCAAAATCTTGTATTCCACTCCATAACCAGAAGCCAC
ACTGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAGA
GCTACGGGATCGAGTGAAAGGGGTCTCGGCCAAACCTTTCATCGAGACGGTCCCTTCCATAG
ACGCGCTGCACTGTGACATCGGCAATGCGGCCGAATTCTACAAG????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????????????????????????????????????????? 

 Mesomys       
????ACCTGAATGGCCCCTTCACGGTGGTGGTGAAGGAGTCTTGCGATGGGATGGGAGATGTG
AGTGAGAAACACGGGAGCGGGCCTGCCGTTCCTGAAAAGGCTGTTCGTTTTTCGTTCACTGT
CATGAAGATTACTATAGCGCACGGCTCACAGAACCTGAGAGTGTTTGAGGAAGCCAAGCCTA
ACTCGGAACTGTGTTGCAAGCCCCTGGGCCTTATGCTGGCCGATGAGTCCGACCACGAGACC
CTGACTGCCATCCTCAGCCCGCTCATCGCTGAGAGGGAAGCCATGAAGAGCAGTGAGCTCCT
GCTGGAGATGGGAGGCATCCCTAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGATG
AAAAACTTGTCCGGGAAGTGGAAGGTCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCTTT
GTGATGCCACCCGCCTTGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCACA
CCGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAGAG
CTACGGGATCGAGTGAAAGGGGTCTCGGCCAAACCTTTCATCGAGACGGTCCCTTCCATAGA
TGCGCTGCACTGTGACATCGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTAGAGATAG
GGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACCTT
GGACAAGCATCTCCGAAAGAAGATGAACTTGAAGCCGATCATGAGAATGAATGGCAACTTT
GCCAGGAAGCTCATGACCAAAGAGACGGTGGAGGCGGTTTGTGAGTTGATACCTTCCACGGA
GAGGCATGAAGCTCTCAGGGAGCTGATGGACCTTTACCTGAAGATGAAGCCCGTGTGGCGGT
CCACATGCCCAGCTCAGGAGTGCGCAGACTCCCTCTGCCAGTACAGCTTCAATTCCCAGCGTT
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TCGCCGAGCTTCTCTCTACCAAGTTCAAGTACAGATACGAAGGCAAAATCACCAATTACTTTC
ACAAAAC 

 Phyllomys     
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????????????????????????????????????????????TGAGAG
GGAAGCCATGAAGAGCAGTGAGCTCCTGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAG
TTCCTCTTCAGGGGCACTGGCTATGATGAAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGC
TTCTGGCTCGGTCTACATTTGTACTCTTTGCGATGCCACCCGCCTCGAAGCCTCTCAAAATCTT
GTCTTCCACTCCATAACCAGAAGCCACACCGAGAACCTGGAGCGCTATGAGGTCTGGCGCTC
CAACCCATACCATGAGTCAGTGGAAGAGCTACGGGATCGAGTGAAAGGGGTCTCGGCCAAA
CCTTTCATCGAGACGGTCCCTTCCATAGACGCGCTGCACTGTGACATCGGCAATGCTGCCGA
ATTCTACAAAATTTTCCAGCTCGAGATAGGGGAGGTGTATAA???????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????? 

 Proechimys    
GACTACCTCAACGGCCCCTTCACGGTGGTTGTCAAGGAGTCTTGTGATGGGATGGGAGATGT
GAGTGAGAAACACGGGAGCGGGCCTGCCGTTCCTGAAAAGGCAGTTCGTTTTTCGTTCACYG
TCATGAGAATTACCGTAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCCGATGAGTCCGACCACGAGAC
CCTGACTGCCATCCTCAGCCCGCTCATCGCCGAGAGGGAAGCCATGAAGAGCAGTGAGCTCC
AGCTGGAGATGGGAGGCATCCCTAGGACCTTCAAGTTCCTCTTCCGGGGCACTGGCTATGAT
GAAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCT
TTGTGATGCCACCCGCCTTGAAGCGTCTCAAAATCTAGTCTTCCACTCCATAACCAGAAGCCA
CACTGAGAACCTGGAGCGCTACGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAG
AGCTACGGGATCGGGTGAAAGGGGTCTCGGCCAAACCTTTCATCGAGACGGTCCCTTCCATA
GACGCGCTGCACTGTGACATCGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTCGAGAT
AGGGGAGGTGTATAAAAACCCTAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACC
TTGGACAAGCATCTCCGAAAGAAGATGAACCTGAAGCCCATCATGAGAATGAATGGCAACTT
TGCCAGGAAGCTCATGACCAAAGAGACAGTGGAGGCGGTTTGTGAGTTGATTCCTTCCACAG
AGAGGCATGAAGCTCTCAGGGAGTTGATGGACCTTTACCTGAAGATGAAGCCCGTGTGGCGG
TCCACATGCCCAGCTCAGGAGTGCGCAGAATCCCTCTGCCAGTACAGCTTCAACTCCCAGCG
TTTCGCCGAGCTTCTCTCTACCAAGTTCAAGTACAGATACGAAGGTAAAATCACCAATTACTT
TCACAAAAC 

 Thrichomys    
GACTACCTCAATGGCCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGACGGGATGGGAGACGT
GAGTGAGAAACACGGGAGCGGGCCTGCCGTTCCTGAAAAGGCCGTTCGTTTTTCGTTCACCG
TCATGAGAATTACCATAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCTGATGAGTCCGACCACGAGAC
CCTGACTGCCATCCTCAGCCCGCTCATCGCCGAGAGGGAAGCCATGAAGAGCAGYGAGCTCC
TGTTGGAGATGGGAGGCATCCCCAGGACYTTCAAGTTCCTCTTCAGGGGCACTGGCTATGAC
GAAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCT
TTGTGACGCCACCCGCCTCGAAGCCTCTCAAAATCTTGTCTTCCATTCCATAACCAGAAGCCA
CACTGAGAACCTGGAGCGCTATGAGGTCTGGCGCTCCAACCCATACCATGAGTCAGTGGAAG
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AGCTGCGGGATCGAGTGAAAGGGGTCTCAGCCAAACCTTTCATCGAGACGGTCCCTTCCATA
GACGCGCTGCACTGTGACATYGGCAATGCAGCYGAATTCTACAAGATTTTCCAGCTAGAGAT
AGGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAGGAAAGGAAAAGATGGCAGGCCACC
TTGGACAAGCATCTCCGAAAGAAGATGAACCTGAAACCGATCATGAGAATGAAYGGCAACT
TTGCCAGGAAGCTCATGACCAAAGAGACGGTGGAGGCGGTTTGTGAGTTGATTCCTTCCRCA
GAGAGGCATGAAGCTCTCAGGGAGCTGATGGACCTTTACCTGAAGATGAAACCCGTGTGGCG
GTCCACATGCCCAGCTCAGGAGTGCGCAGACTCCCTCTGCCAGTACAGCTTCAACTCCCAGC
GTTTYGCCGAGCTTCTCTCTACCAAGTTCAAGTACAGATATGAAGGCAARATCACCAATTACT
TTCACAAAAC 

 Toromys       
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????????????????????????GAGAG
GGAAGCCATGAAGAGCAGCGAGCTCCTGCTGGAGATGGGAGGCATCCCCAGGACCTTCAAG
TTCCTCTTCAGGGGCACTGGCTATGACGAAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGC
TTCCGGCTCAGTCTACATTTGTACTCTTTGCGATGCCACCCGCCTCGAAGCCTCCCAAAATCT
TGTCTTCCACTCCATAACCAGAAGCCACACTGAGAACTTGGAGCGCTATGAGGTCTGGCGCT
CCAACCCGTACCATGAGTCAGTGGAGGAGCTGCGGGATCGAGTGAAAGGGGTCTCGGCCAA
ACCTTTCATCGAGACAGTTCCTTCCATAGATGCGCTGCACTGTGACATTGGCAATGCTGCGGA
ATTCTACAAGATCTTCCAGCTMGAGATAGGGGAGGTGTATAAAAACCCCAATGCTTCCAAAG
AAGAAAGGAAAAGGTGGCAGGCCACCTTGGACAAGCATCTCCGAAAGAAGATGAACCTGAA
GCCGATCATGACAATGAATGGCAACTTTGCCAGGAAGCTCATGACCAAAGAGACGGTGGAG
GCGGTTTGTGAGTTGATACCTTCCACAGAGAGGCATGAAGCTCTCAGGGAGCTGATGGACCT
TTACCTGAAGATGAAGCCTGTGTGGAGGTCCACATGCCCAGCTCAGGAGTGCGCAGACTCCC
TCTGTCAGTACAGCTTCAATTCCCAGCGTTTCGCTGAGCTTCTCTCTACCAAGTTCAAGTACA
GATACGAAGGCAAAATCACCAATTACTTTCACAAAAC 

 Myocastor     
GATTACCTCAATGGCCCCTTCACGGTGGTGGTCAAGGAGTCTTGTGATGGGATGGGAGACGT
GAGTGAGAAACACGGGAGTGGGCCTGCCGTTCCTGAAAAGGCGGTTCGTTTTTCGTTCACCG
TCATGAGAATTACCATAGCGCACAACTCCCAGAACGTGAAGGTGTTTGAGGAAGCCAAGCCT
AACTCGGAACTGTGCTGCAAGCCACTGTGCCTTATGCTGGCCGATGAGTCCGACCACGAGAC
CTTGACTGCCATCCTCAGCCCGCTCATCGCCGAGAGGGAAGCCATGAAGAGCAGTGAGCTCC
TCTTGGACATGGGCGGCATCCCCAGGACCTTCAAGTTCCTCTTCAGGGGCACTGGCTATGATG
AAAAACTCGTCCGGGAAGTGGAAGGCCTCGAGGCTTCTGGCTCAGTCTACATTTGTACTCTTT
GTGATGCCACCCGCCTCGAAGCCTCTCAAAATCTTGTCTTCCACTCCATAACCAGAAGCCACA
CTGAGAACCTGGAGCGCTATGAGGTGTGGCGCTCCAACCCCTACCAGGAGTCAGTGGAAGA
GCTACGCGATCGAGTGAAAGGCGTCTCGGCCAAACCTTTCATCGAGACGGTCCCTTCCATAG
ACGCGCTGCACTGTGACATCGGCAATGCAGCCGAATTCTACAAGATTTTCCAGCTAGAGATA
GGGGAGGTGTATAAAAACCCCAATGCTTCCAAAGAAGAAAGGAAAAGATGGCAGGCCACCT
TGGACAAGCATCTCCGAAAGAAGATGAAC??????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????? 

 

&[dna] 
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 Cavia            
?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGA
CTCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCGGTGACCATCAGAAAT
CACTTAATATCCTTGGGGCAAAGGATGGTGATTCTGGACGTACTAGCTGTTGTGAACCTGAT
ATTCTGGAGGCTGATTTCAATGCCAATGATG?????????GCACCTCTGAGGTTGTTCAGCCAGAC
AAGTTAAAAGAGGAAGCTGATCTCTTGTGCCTTGATGAGAAGAATCAAAATAATTCACCTTG
T???GATGCACCTCCTGACCCTCAGCAGGCCCTTGTAATTCCAGCAGAGGAGGAAAAACCACA
ACCACTTCTTATTGATAAAACTGAGTCAACTAACCAAGATGCCCCTAATCAGATAAGCAATC
CTATTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACACCAGCAGGGAGT
GTGGTCCTCTCCCCAGGCCAGAAGAATAAGGCGGGACTGTCCCAGTGTGAAACGCACGCAG
AAG??????????????????CAAACTTCGTCAAAGACAATGCTTACTTCTTTAAGGGAGAYGCCAAA
AAGCCCGATGTCATGACCCCTCACATCGAGGTCAAGTTACATGAAGAACCAAGCTTTAAACA
GGAGGATCCTTACATTACCCCAGAAAGCCTTACCACTGTTGGTGGAAAGTTTGGGCCTTCAA
AAAAGTCCCCAAGCTTTGAAAGGGTTTTCCCAAATTATACCTCCATTCATATAGTG???????????
????????????????????????????????????????????????????????????????????????? 

 Dasyprocta       
?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGA
CCCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGTGACCATCAGAAA
TCACTTAATATCCTTGGGGCAAAAGATGATGACTCTGGACGTACTAGCTGTTATGAACCTGAT
ATTCTGGAGGCTGATTTCAATGCCAGTGATG?????????GCACCTCTGAGGTTGTTCAGGCAAAC
AAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAGAATCAAAATAATTCACCTCG
T???GATGCATCTCCTGACCCTCAGCAGGCCAATGTAATTCCAACAGAGGAGGAAAAATCACA
ACTGCACCTTACTGGTAAAACTGAGTCAACTAACCAAGATGCCCCAATTCAGATAAGCAATC
CTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACGCCAGCAGGGAGT
GTGGTCCTCTCCCCAGGCCAAAAGAATAAGGCAGGAATGTCCCAGTGTGAAGTGCATCCAGA
AG??????????????????CAAACTTCATCAAGGACAATGCTTACTGCTTCAAGGAAGATGCCAAAA
AGCACATTGTCATGGCACCACACATCGAGGTCAAGCCACATGAAAAACCGAGCTTTAAACAG
GAGGATACTTACATCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTCTGGGGCTGCAAA
ACAAGCTCCAAGCTCTGAAATGGCTCTCCCAGATTATACCTCCGTTCATATAGTGCAGTCTCC
ACAGGGTCTCATACTCAACGCGGCTGCCTTGCCCTTGCCTTTG???????????????????????????????
?? 

 Hydrochoerus     
?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGA
CTCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGTGACCACCACAAAT
CCCTTAATATCCTTGGGGCAAAGGATGATGACTCTGGACGTACTAGCTGTTATGAACCTGAT
ATTCTGGAGGCTGATCTCAATGCCAGTGATG?????????GCACCTGTGAGGTTGTTCAGCCAGA
CAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAGAATCAAAATAATTCACCTT
GC???GATGCATCTCCTGACCCTCAGCAGGCCATTGTAATTCCAGCAGAGGAGGAAAAACCAC
AACCACTTCTTATTGGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGATAAGCAAT
CCTAGTTCACTGCCAAACATGGACATTTATGCCCAAGTAAGCGACATTACGCCAGCAGGGAG
TGTGGTCCTTTCCCCAGGCCAAAAGAATAAGGCAAGAATGTCCCAGTGTGAAATGCACCCAG
AAG??????????????????CAAACTTCATCAAAGACAATGCTTACTTCTTCAAGGGAGGTGCCAAA
AAGCCCGATGTCATGATCCCTCACATCGAGGTCAAGTCACATGAAGAACCAAGCTTTAAACA
GGAGGATACTTACATCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTCTGGGCCTCCAG
AACAGGCTGCAAGCTCTGAAATGGCTCTCCCAGATTATACCTCCATTCATGTAGTGCAGTCTC
CACAGGGTCTCATACTCAACGCAGCTGCCTTGCCCTTGCCTTTG?????????????????????????????
???? 
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 Cuniculus        
?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGA
CCCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGTGACCATCAGAAA
TCACTTAATATCCTTGGGGCAAAGGATGATGACTCTGGACGTACTAGCTGTTATGAACCTGAT
ATTCTGGAGGCTGATTGCAATGCCAGTGATGTGTGTGATGGCACCTCTGAGGTTGTTCAGCCA
GACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGATGAGAAGAATCAAAGTAATTCACC
TTGC???AATGCATCTCCTGACCCTCAGCAGGCCAGTGTAATTCCAGCAGAGGAGGAAAAGCC
ACAACCACTTCTTATTGGTAAAACTGAGTCAACTAACCAAGATGCCCCTACTCAGATAAGCA
ATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTAAGCGACATTACGCCAGCAGGG
AGTGTGGTCCTCTCCCCAGGCCAAAAGAATAAGGCAGGAATGTCCCAGTGTGAAATGCATCC
AGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCTTCAAGGGAGATGCCA
AAAAGCACACTGTCATGACCCCTCACTTCGAGGTCAAGTCATGTGAAGAACCGAGCTTTAAA
CAGGAGGATACTTACATCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTCTGGGGCTGC
AGAACAGGCTCCAAGCTCTGAAATGGCTCTCCCAGATTATACCTCCATTCATATAGTGCAGTC
TCCACAGGGTCTCATACTCAACGCGGCTGCCTTACCGTTGCCTTGG??????????????????????????
??????? 

 Chinchilla       
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCTGACGAAAAGATTGGAGGATCAGACACAGACAGACTTCTCAGCAG
TGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTGGACGTACTAGCT
GTTATGAACCTGATACTCTGGAGGCTGATTTCAATGCCAGTGATATGGGTGATGGCAGCTCT
GAGGTCGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGTGCCTTGACAAGAAGAA
TCAAAATAATTCACTTTGT???GATGCTTCTCCTGATCCTCAGCAGACCAGTGTTATTCCAGCA
AAGGAAGACAAACCACAACCACTTCTTATTGGTAAAACTGAGTCAACTAACCAAGATGCCCC
TACTCAGATAAGTAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAGGTGAGTGACA
TTACGCCAGCAGGGAGTGTGGTCCTCTCCCCAGGCCAAAAAAATAAGGCAGGAATGTCCCAG
TGTGAAATGCATCCAGAAG??????????????????CAAAGTTCATCAAAGACAATGCCTACTTCTTC
AAGGGAGATGCCAAAAAGTGCATTGTCATGACCCCTCACATCGAGGTCAAGTCACGTGAAG
AACCAAGCTTTAAAGAGGAGGACACTTACATCACCACAGAAAGCCTTATCACTGCTGCTGAG
AAGTCTGGGGCTGCAGAACAGGCTCCCAGCTCTGATACGGCTCTCCCAGATTATACCTCCGTT
CATATAGTGCAGTCTCCACAGGGTCTCATACTCAATGCAGCTGCCTTGCCCTTGCCTTTGCCT
GACAAAGAATTTCTCTCATCATGTGGCTAC 

 Erethizon        
GCCATTCATGATAACTCTAAGCCTCCATTCTACAGCGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAG
TGACCATCAGAAATCACTTAATATCCTTGGGGCAAAGGATGATGACTCTGGACGTACTAGCT
GTTATGAACCTGATATTCTGGAGGCTGATTTCAATGCCAGTGATGTGTGTGATGGTACCTCTG
AGGTTGTTCAGCCAGACAAGTTAAAAGGGGAAGCTGATCTCTTGAGCCTTGATGAGAAGAAT
CAAAGTAATTCATCTTGT???GATGCTGCTCCTGACCCTCAGCAGGCCAGTGTTATTCCAGCAG
AGGAAGACAAACCACAACCACTTCTTATTGGTAAAACTGAGTCAACTACTCAAGATGCCCCT
ACTCAGATAAGTAATCCTAGTTCACTGGCAAATATGGACTTTTATGCCCAGGTAAGCGACAT
TACGCCAGCAGGGAGTGTGGTCCTCTCCCCAGGCCAAAAGAATAAGGGAGGAATGTCCAGG
TGTGAAATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCATACTTCTTC
AAGGGAGATGCTAAAAAGTGCGCTGTCATGACCCCTCCCATTGAGGTCAAGTCACATGAAGA
ACCGAGTTTTAAACAGGAGGATACTTACATCACCGCAGAAAGCCTTACCACTGCTGCCGAGA
AGTCTGGGGCTGCAGATCAGGCTCCAAGCTCTGAAATGGCTCTCCCAGATTATACCTCCGTTC
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ATATAGTGCAGTCTCCACAGGGTCTCATACTCGACGCGGCTGCCTTGCCCTTGCCTTTGCCTG
ACAAAGAATTTCTTTCATCCTGTGGCTAC 

 A_bennettii
 ?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTG
ACGACCCTGATGAAAAGACTGAAGGATCAGACACAGACAGACTTCTCAGCAGTGACCATCA
GAAATCTCTTAATATCCTCGGGGCAAAGGATGATGACTCTGGCCATACTAGCTGCTATGAAC
CTGACATTCTGGAGGCTGATTTCAATGTCAGTGATGTGTGTCATGGCACCTCTGAGGTTGTTC
AGCAGGACAAGCTAAAAGGAGAACCTGATCTCTTGTGCCTTGATGAGAAGAACCAAACTAA
TTCACCTTGT???GATGCTTCTCCTGACCCTCAGCCAGCCAATGTCATCCCAGCAAAGCAAGAC
AAACCACAGCTACTTTTTATTGGTAAAACTGAATCAGCTAAACAAGATGCCCCTACTCAGAT
AAGCAACCCTAGTTCACTGGCAAACATGGACTTTTACGCCCAAGTAAGYGACATTACACCAG
CAGGGAGTGTGGTCCTCTCACCAGGCCAAAAGAATAAGGCAGGAATGTCCCAGTGTGAAAT
GCATCCAGAAG??????????????????CAAACTTCATCAAAGATAGTGCCTGTTTCTTCAAGGGAG
ACGCCCAACAGTGCATTGCCGCAAGCCCTCACGTCAAGGTCCAGTCACACGAAGAGCCAAGC
TTGAGACAGGAGGATACGTACATCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTCTGG
GGCTGCGGGACAGGCTCCATGCTCTGAAATGGCCCTGCCAGATTATACCTCTGTTCACATAGT
GCAGTCTCCACAGGGCCTCATCCTCAACACGGCTGCCGTGCCCCTGCCTTTG?????????????????
???????????????? 

 Aconaemys        
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCA
GTGACCATCAGAAATCTCTTAACATTCTCGGGGCAAAGGATGATGACTCTGGCCGTACCAGC
TGCTATGAACCTGACATTTTGGAGGCTGATTTCAGTGCCAGTGATGTGTGTGATGGCACCTCT
GAGGCTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAA
CCAAACTAACTCACCTCGT???GATGCGTCGCCTGACCCTGAGCAAGCCAGCGTCATCCCAGC
AAAGGAAGACAAACCACAACTACTCTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCC
CTACACAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGAC
ATTACACCAACAGGGAATGTAGTCCTCTCACCAGGCCAAAAGAATAAAGCAGGACTGTCCCA
GTGTGACATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCCT
CAAGGGAGATGCCAAACAGCGCATCGTCACGACCTCTCCCACCGAGGTCAAGACACATGAA
GGGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACTGAAAGCCTTGCCGCTGCTGCTGA
GAAGTCCAGGGCTGTGGAACAAGCTCCAGGCTCTGGAATGGCTCTCCCAGATTATACCTCTG
TTCATRTAGTGCAGTCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGC
CTGACAAAGAATTTCTCTCATCGTGCGGCTAC 

 Octodon          
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCA
GTGACCATCAGAAATCTCTTAACATTCTCGGGGCAAAGGATGATGACTCTGGCCGTACCAGC
TGCTATGAACCTGACATTTTGGAGGCTGATTTCAGCGCCAGTGATGTGTGTGATGGCACCTGT
GAGACTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAA
CCAAACTAACTCGCCTCTC???GATGCGTCGCCTGACCCTCAGCAAGCCAGCGTCATCCCAGC
AAAGGAAGACAAACCACAACTGCTCTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCC
CTACACAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGAC
ATTACACCAACAGGGAATGTGGTCCTCTCACCAGGCCAAAGGAATAAAGCAGGACTGTCCCA
GTGTGACATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCCT
CAAGGGAGATGCCAAACAGCGCATCGTCACGACCTCTCCCACCGAGGTCAAGACACATGAA
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GGGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACAGAAAGCCTTACCACTGCTGCTGA
GAAGTCCAGGGTTGTGGAACAAGCTCCAGGCTCTGAAATGGCTCTCCCAGATTATACCTCTG
TTCATATAGTGCAGTCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGC
CTGACAAAGAATTTCTCTCATCGTGCGGCTAC 

 Octodontomys     
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCA
GTGACCATCAGAAATCTCTTAACATTCTCGGGGCGAAGGATGATGACTCTGGCCGTACCAGC
TGCTATGAACCTGACATTTTGGAGGCTGATTTCAGTGCCAGTGATGTGTGTGATGGCACCTCT
GAGGCTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAA
CCAAACTATCTCACCTCGT???GATGCTTCGCCTGACCCTCAGCAAGCCAGCATCATCCCAGCA
AAGGAAGACAAACCACAACTACTCTTTATTGGTAAAGCTGAGTCAGCTAACCAAGATGCCCC
TACACAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACA
TTACACCAACAGGGAATGTGGTCCTCTCACCAGGCCAAAAGAATAAAGCAGGACTGTCCCAG
TGTGACATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCCTC
AAGGGAGATGCCAAACAGCGCATCGTCACGACCTCTCCCACCGAGGTCAAGACACATGAAG
GGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACCGAAAGCCTTACCACTGCTGCTGAG
AAGTCCAGGGCTGCGGAACAAGCTCCAGGCTCTGAAATGGCTCTCCCAGATTATACCTCTGT
TCATATAGTGCAGTCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGCC
TGACAAAGAATTTCTCTCATCGTGCGGCTAT 

 Octomys          
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCA
GTGACCATCAGAAATCTCTTAACATTCTCGGGGCGAAGGATGATGACTCTGGCCGTACCAGC
TGCTATGAACCTGACATTTTGGAGGCTGATTTCAGTGCCAGTGATGTGTGTGATGGCACCTCT
GAGGCTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAA
CCAAACTATCTCACCTCGT???GATGCTTCGCCTGACCCTCAGCAAGCCAGCATCATCCCAGCA
AAGGAAGACAAACCACAACTACTCTTTATTGGTAAAGCTGAGTCAGCTAACCAAGATGCCCC
TACACAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACA
TTACACCAACAGGGAATGTGGTCCTCTCACCAGGCCAAAAGAATAAAGCAGGACTGTCCCAG
TGTGACATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCCTC
AAGGGAGATGCCAAACAGCGCATCGTCACGACCTCTCCCACCGAGGTCAAGACACATGAAG
GGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACCGAAAGCCTTACCACTGCTGCTGAG
AAGTCCAGGGCTGCGGAACAAGCTCCAGGCTCTGAAATGGCTCTCCCAGATTATACCTCTGT
TCATATAGTGCAGTCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGCC
TGACAAAGAATTTCTCTCATCGTGCGGCTAT 

 Pipanacoctomys   
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGCATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCA
GTGACCATCAGAAATCTCTTAACATTCTCGGGGCGAAGGATGATGACTCTGGCCGTACCAGC
TGCTATGAACCTGACATTTTGGAGGCTGACTTCAGTGCCAGTGATGTGTGTGATGGCACCTCT
GAGGCTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAA
CCAAACTAGCTCACCTCAT???GATGCTTCGCCTGACCCTCAGCAAGCCAGCATCATCCCAGC
AAAGGAAGACAAACCACAACTACTCTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCC
CTACACAGATAAACAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGAC
ATTACACCAACAGGGAATGTGGTCCTCTCACCAGGCCAAAAGAATAAAGCAGGACTGTCCCA
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GTGTGACATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCTTACTTCCT
CAAGGGAGATGTCAAACAGCGCATCGTCACGACCTCTCCCACTGAGGTCAAGACACATGAA
GGGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACAGAAAGCCTTACCACTGCTGCTGA
GAAGTCCAGGGCTGCGGAACAAGCTCCAGGCTCTGAAATGGCTCTCCCAGATTATACCTCTG
TTCATATAGTGCAGCCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGC
CTGACAAAGAATTTCTCTCATCGTGCGGCTAC 

 Spalacopus       
GCCATTCATGATAACTCTAAGCCTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCCGACACAGACAGACTTCTCAGCAG
TGACCATCAGAAATCTCTTAACATTCTCGGGGCAAAGGATGATGACTCTGGCCGTACCAGCT
GCTATGAACCTGACATTTTGGAGGCTGATTTCAGCGCCAGTGATGTGTGTGATGGCACCTCTG
AGGCTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAAC
CAAACTAACTCACCTCGT???GATGCGTCGCCTGACCCTGAGCAAGCCAGCGTCATCCCAGCA
AAGGAAGACAAACCACAACTATTCTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCCC
TACACAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACA
TTACACCAACAGGGAATGTAGTCCTCTCACCAGGCCAAAAGAATAAAGCAGGACTGTCCCAG
TGTGACATGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCCTC
AAGGGAGATGCCAAACAGCACATCGTCACGACCTCTCCCACTGAGGTCAAGACACATGAAG
GGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACTGAAAGCCTTACCACTGCTGCTGAG
AAGTCCAGGGCTGTGGAACAAGCTCCAGGCTCTGAAATCGCTCTCCCAGATTATACCTCTGTT
CATATAGTGCAGTCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGCCT
GACAAAGAATTTCTCTCATCGTGCGGCTAC 

 Tympanoctomys    
GCCATTCATGATAACTCTAAGCYTCAATTCTACAACGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCGGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCA
GTGACCATCAGAAATCTCTTAACATTCTCGGGGCGAAGGATGATGACTCTGGCCGTACCAGC
TGCTATGAACCTGACATTTTGGAGGCTGATTTCAGTGCCAGTGATGTGTGTGATGGCACCTCT
GAGGCTGTTCAGTCAGACAAGTTAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAA
CCAAACTATCTCACCTCAT???GATGCTTCGCCTGACCCTCAGCAAGCCAGCATCATCCCAGCA
AAGGAAGACAAACCACAACTACTCTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCCC
TACACAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTAAGCGACA
TTACACCAACAGGGAATGTGGTCCTCTCACCAGGCCAAAAGAATAAAGCAGGACTGTCCCAG
TGTGACGTGCATCCAGAAG??????????????????CAAACTTCATCAAAGACAATGCTTACTTCCTC
AAGGGAGATGTCAAACAGCGCATCGTCACGACCTCTCCCACCGAGGTCAAGACACATGAAG
GGCCAAGCTTGAAACAGGAGGATGCTTATGTCACCACAGAAAGCCTTAGCACTGCTGCTGAG
AAGTCTAGGGCTGCGGAACAAGCTCCAGGCTCTGAAATGGCTCTCCCAGATTATACCTCTGT
TCATATAGTGCAGTCTCCACAAGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTGCC
TGACAAAGAATTTCTCTCATCGTGCGGCTAC 

 Ctenomys         
?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGA
CCCCGATGAAAAGATTGAAGGCTCAGACACAGACAAACTTCTCAGCAGTGACCACCAGAAA
TCCCTTAATATTCTCGGGGCGAAGGATGATGACTCTGGCCGTACCAGCTGCTATGAACCTGAT
GTTCTGGAGGCTGATTTCAGTGCCAGTGATGTGTGCGATGGCACCTCTGAGGTTGTTCAGCCA
GACAAGTCAAAAGGAGAAGCTGATCTCTTGTGCCTTGATGAGAAGAACCAAACTAACTCACC
TCGT???GATACTTCTCTTGACCCTCAGCAAGCCAGCATCATCCCAGCAAAGGAAGACAAACC
ACAACTATTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCCCTACCCAGATAAGCA
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ATCCTAGTTCACTGACAAACATGGATTTTTATGCCCAAGTAAGCGACATCACACCAACAGGG
AATGTGGTACTGTCACCAGGCCAAAAGATTAAGGCAGGAATGTCCCAGTGTGACATGCATCC
AGAAG??????????????????CAAACTTCATCAAAGACAATGCCTACTTCCTCAAGGGAGATGCCA
AACAGTGCATTGTCGTGACCTCTCCCAAGGAGGTCAAGCCACATGAAGTGCTGAGCCTGAAG
CAGGAAGATGCTTACGTCACCACAGAAAGCCTTACCGCTGCTGCTGAGG???CTGGGGCTGCA
GAACAGGCTCCAAGCTCCGAAATGGCTCTCCCAGATTATACCTCTGTTCACATAGTGCAGTCT
CCACAGGGCCTCATCCTCAACACGGCTGCCTTGCCCCTGCCTTTG????????????????????????????
????? 

 Clyomys          
??????????????????????????????????????????????????????TTTATTGAGCTAGACATTGATGACCCT
GATGAAAAGATGGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAATCTC
TTAACATTCTCAGGGCAAAGGATGATGACTCTGGCCGAACCAGCTGCTATGAACCTGATATT
CTGGAGGCTGACTTCAGTGTTGGTGATGGGTGTGATGGCCCCTCCGAGGTTGTTCAGCTGGA
CAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGATGAGAAGAATCAAACTCCCTCACCTT
GT???GATACTTCTCCTGACCCTGAGAAAGCCAGCATCATCCCAGCAAAGGAAGACAAACCAC
AACTACTTTTTATTGGTAAAACTGGGTCAGCTAGCCAAGATGCCCCTACCCAGATAAGCAAT
CCTAGTTCACCGGCAAACATGGACTTTTATGCCCAAGTAAGCGACATTACGCCAGCAGGCAG
TGTGGTCCTCTCACCAGGCCAAAAGAATAAGGCAATAACTGCCCAGTGTGAAATGCATCTAG
AAG??????????????????CAAACTTCATCAAAGACAATGCCTGCCTCTTCAAAGGAGATGCCAAA
CAGCGTGTGGTCACGACCTCTCCCACTGAGGTCAAATCACATGAAGAGCCAAGCTTGAAGCA
GGAGGATGCTTACATCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTATGGCGCTGCGG
AACAGGCTCCAAGCTCTGAAATGGCCTTCCCAGATTATACTTCGGTTCACATAGTGCAGTCTC
CGCAGGGCCTCATCCTCAACGCGGCTGCCTTGCCCCTGCCT?????????????????????????????????
??? 

 Euryzygomatomys  
??????????????????????????????????????????????????????TTTATTGAGCTAGATATTGATGACCCT
GATGAAAAGATGGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAATCTC
TTAACATTCTCGGGGCAAAGGATGACGACTCTGGCCGAACCAGCTGCTATGAACCTGATATT
CTGGAGGCTGATTTCAGTGTTGGTGATGGGTGTGATGGCCCCTCCGAGGCTGTTCAGCTGGA
CAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGACGAGAAGAATCAAACTCCCTCACCTT
GT???GATACTTCTCCTGACCCTGAGAAAGCCAGCATCATCCCAGCAAAGGAAGACAAACCAC
AACTACTTTTTATTGGTAAAACTGGGTCAGCTAGCCAAGATGCCCCTACCCAGATAAGCAAT
CCTAGTTCACCGGCAAACATGGACTTTTATGCTCAAGTAAGCGACGTTACGCCAGCAGGCAG
TGTGGTCCTCTCACCAGGCCAAAAGAATAAGGCAATAACCGCCCAGTGTGAAATGCATCTAG
AAG??????????????????CAAACTTCATCAAAGACAATGCCTGCCTCTTCAAAGGAGATGCCAAA
CAGCGTGTGGTCACGACCTCTCCCACTGAGGCCAAATCACATGAAGAGCCAAGCTTGAAGCA
GGAGGATGCTTACATCACCACAGAAAGCCTTACCACTGCTGCTGGGAAGTATGGGGCTGCGG
AACAGGCTCCCAGCTCTGAAATGGCCCTCCCAGATTATACTTCTGTTCACATAGTGCAGTCTC
CGCAGGGCCTCATCCTCAACGCGGCTGCCTTGCCCCTGCCT?????????????????????????????????
??? 

 Echimys          
?????????????????????????????????????????CTCTTGGGTTGAATTTATTGAGCTAGATATTGATGA
CCCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAA
TCTCTTAACATTCTGGGGGCAAAGGATGATGACTCTGGCCGTACCAGCTGCTATGAACCTGA
TATTCTGGAGGCTGATTTCAGTGCTGGGGATGGGTGTGATGGCCCTTCCGAGGCTGTTCAGCT
GGACAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGATGAGAASAACCAAACTCCCTCAC
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CTTGC???GATGCTTCTCCTGACCCTGAGGGAGCCAGCGTCATCCCAGCAAAGGAAGACAAAC
CACAACTACTTTTTATTGGTAAAACTGAGTCARCTAACCAAGGTGCCCCTACCCAGATAAGC
AATCCTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAGCGACATTACACCAGCAGG
GAGTGTGATCCTCTCACCAGGCCAAAAGAATAAGGCAGGCACGGCCCAGTGTGAAATGCAT
CCAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTGCTTCTTCAAGGGAGATGC
CAAACAGCGCGTAGTCACCACTGCTCCCATTGAGGTCAAATTACATGAAGAGCCAAGCTTGA
AGCAGGAGGATGCTTACGTCACCGCAGAAAGCCTTACCACTGCTGCTGAGAAGTATGGGGCT
GCGGAACAGGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTGTTCACATAGTGCA
GTCTCCACAGGGCCTCATCCTCAACGCAGCTGCCTTGCCCCTGCCYTTG?????????????????????
???????????? 

 Isothrix         
??????????????????????????????????????????????????????TTTATTGAGCTAGATATTGATGACCCT
GATGAAAAGATGGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATGAGAAATCTC
TTAACATTCTTGGGGCCAAGGATGATGACTCTGGCCGTACCAGCTGCTATGAACCTGATATTC
TGGAGGCTGATTTCAGTGCTGATGATGGGTGCAATGGCCCCTCCGAGGCTGTTAAGCTGAAC
AAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGATGAGAAGAACCAAACTCCCTCACCTCA
C???GATGCTTCTCCTGACCCTGAGCAAGCCAGTGTCATCCCAGCGAAGGAAGACAAACCACA
ACTACTTTTTATTGGTAAAACTGAGTCAACTAACAGAGACGCCCCTACCCAGATAAGCAACC
CTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAGCGACATTACACCAGCAGGGAGT
ATGGTCCTCTCACCAGGCCAAAAGAATAAGGCAGGAATGGCCCAGTGTGAATTGCACCCAG
AAG??????????????????CAAACTTTGTTAAAGACAATGCCTGCTTCTTCAAGGGAGATGCCAAG
CAGTGCGTTGTCACGACCGCTCCCATCGAGGTCAAATCGCATGAAGAGCCAAGCTTGAAGCA
GGAGGATGCTTACGTCACCACAGAAAGCCTTACCGCTGCTGCTGAGAAGTATGGGGCTGCGG
AACAGGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTGTGCACATAGTGCAGTCTC
CACAGGGCCTCATCCTCAACGCGGCTGCCTTGCCCCTGCCT?????????????????????????????????
??? 

 Phyllomys        
??????????????????????????????????????????????????????TTTATTGAGCTAGATATTGATGACCCT
GATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAATCTC
TTAACATTCTGGGGGCAAAGGATGATGACTCTGGCCGTACCAGCTGCTATGAACCTGATATT
CTGGAGGCTGATTTCAGTGCTGGGGATGGGTGTGATGGCCCTTCCGAGGCTGTTCAGCTGGA
CAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGATGAGAACAACCAAACTCCCTCACCTT
GC???GATGCTTCTCCTGACCCTGAGGGAGCCAGCGTCATCCCAGCAAAGGAAGACAAACCAC
AACTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGGTGCCCCTACCCAGATAAGCAAT
CCTAGTTCACTGGCAAACATGGACTTTTATGCCCAAGTA????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????? 

 Proechimys       
??????????????????????????????????????????????????????TTTATTGAGCTAGATATTGATGACGCT
GATGAAAAGATTGGAGGATCAGACACAGACAGACTTCTCAGCAGCGACCACCAGAAATCTC
TTAACATTCTCAGGGCAAAGGATGATGACTCTGGCCGGACCAGCTGCTATGAACCTGATATT
CTGGAGGCTGATTTTAGTGCTGGTGATGGGTGTGATGGGCCTTCCGAGGTTGTTCAGCTGGAC
AAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGACGAGAAGAACCCAACTCCCTCCCCTTG
T???GATGCCACTCCTGACCCTGAGCAAGCCAGCGTCATCCCAGGAAAGGAAGACAAACCAC
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AACTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAAGTGCCCCTAACCAGATAAGCAAT
CCTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAG?????????????GCAGGGAGTGTGG
TCCTCTCACCCGGCCAAAAGAATAAGGCAGGAATGGCCCAGTGTGAAATGCATCCAGAAG??
????????????????CAAAATTCATTAAAGACAATGCCTGCTTCTTCAAGGGAGATGCCAAACAGC
ATGTTGTAATGACCCCTCCCGTTGAGGTCAAATCACATGAAGAGCCAAGCTTGAAGCAGGAG
GATGCTTATGTCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTATGGGGCTGCGGAACG
GGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTGTTCACATAGTGCAGTCTCCACA
AGGCCTCATCCTCAACGCAGCTGCCTTGCCCCTGCCT???????????????????????????????????? 

 Thrichomys       
??????????????????????????????????????????????????????TTCATTGAGCTAGATATTGATGACCCG
GATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAATCTC
TTAACATTCTCGGGGCAAAGGATGATGACTCTGGCCGGACCAGCTGCTATGAACCTGATCTT
CTGGAGGCTGATTTCAGTGCTGGTGACGGATGTGATGGCCCCTCCGAGGTTGTTCAGCTGGA
TAAGTTAAAGGTAGAAGCAGATCTCTTGTGCCTTGATGAGAAGAACCAAACTCCCTCACCTT
GT???GATGCTTCTCCTGATCCTGAGCAAGCCAGCGTCATCCCAGCAAAGGAAGACAAACCAC
AATTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGATCCCCCTAACCAGATAAGCAAT
CCTAGTTCACTGGCAAACATGGACTTTTATGCTC??GTAAGCGACATTACACCAGCAGGGAAT
GTGGTCCTCTCACCAGGCCAAAAGAATAAGGCAGGAACAGCCCAGTGTGAAATGCATCCAG
AAG??????????????????CAAACTTCATCAAAGACAATGCCTGCTTCTTGAAGGGAGATGCCAAA
CAGCGTTTTGTCACAACCCCTCCCATTGAGGTCAAATCACATGAAAACCCAAGCTTGAAGCA
GGAGGATGCTTACGTCACCACAGAAAGCCTTACCATTGCTGCTGAGAAGTATGGGGCTGCGG
AACAGGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTGTTCACATAGTGCAGTCTC
CACAAGGCCTCATCCTCAACGCGGCTGCCTTGCCCCTGCCT?????????????????????????????????
??? 

 Trinomys         
??????????????????????????????????????????????????????TTTATTGAGCTAGATATTGATGACCCT
GATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAATCTC
TTAACATTCTCGGGGCAAAGGACGATGACTCTGGCCGTACCAGCTGCTATGAACCTGATATT
CTGGAGGCCGATCTCAGTGCTGGTGACGGGGGTGATGGCCCCTCCGAGGTTGTTCAGCTGAA
CGAGTTAAAAAGAGAAGCAGATCTCTTGTGCCTTGACGAGAAGAATCAAGCTCCCTTGCCTT
GC???GATGCTTCTCCTGATCCTGAGCAAGCCAGCGTCATCCCAGCGAAGGAAGACAAACCAC
CACTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGACGCCCCTACCCAGATAAGCAAC
CCTAGTTCACCGGCAAACATGGACTTTTATGCTCAAGTGAGCGACATTACGCCAGCAGGGAG
TGTGGTCCTCTCTCCAGGCCAAAAGAATAAGGCGGGAACGGCCCAGTGCGCAATGCATCCAG
AAG??????????????????CAACCTTCATCAAAGACAATGGCTTCTTCTTCAAGGGAGATGCCAAA
CCGCGCGTGGCCACGACCCCTCCCACCGAGGTCAAATCACAGGAAGAGCCAAGCTGGAAGC
AGGAGGATGCTTACATCACCACGGAAAGCCTTGCCGCTGCTGCTGAGAAGTRCGGCGCTGCG
GAACAGGCTCCGAGGTCTGAAGTGGCCCTCCCGGACTATACCTCTGTTCACATAGTGCAGTC
TCCACAGGGCCTCATCCTCAACGCGGCTGCCTTGCCCCTGCCT???????????????????????????????
????? 

 Toromys          
?????????????????????????????????????????????TGGGTTGAATTTATTGAGCTAGATATTGATGAC
CCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAAT
CTCTTAACATTCTCGGCGCAAAGGATGATGATTCCGGCCGTACCAGCTGCTATGAGCCTGAT
ATTTTGGAGGCTGATTTCAGTCCTGGGGATGGSTGTGATGGCCCTTCCGAGGCCRTTCAGCTG
GACAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGATGAGAAGAACCAAACTCCCTCACC
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CTAT???GATGCTTCTCCTGATCCTGAGMGAGCCAGCGTCATCCCAGCAAAGGAAGACAAACC
ACAACTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGGTGCCCCTATCCAGATAAGCA
ATCCTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAGCGACATTACACCAGCAGGG
AATGTGATCCTCTCACCAGGCCAAAAGAATAAGGCAGGAAAGGCCCAGTGTGAAATGCATC
CAGAAG??????????????????CAAACTTCATCAAAGACAATGCCTGCTTCTTCAAGGGAGATGCC
AAACAGCATGTTGTCATGACCGCTCCCATCGAGGTCAAATCACATGAAGAACCAAGCTTGAA
GCAGGAGGATGCTTACGTCACCACAGAAAGCCTTACCACTGCTGCTGAGAAGTTTGGGGCTG
CGGAACAGGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTG??????????????????????
????????????????????????????????????????????????????????????????????????? 

 Myocastor        
??????????????????????????????????????????????????TGAATTTATTGAGCTAGATATTGATGACCC
TGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAGCGACCATCAGAAATCC
CTTAACATTCTTGGGGCAAAGGATGACGACTCCGGCCGGACCAGCTGCTATGAACCTGATAT
TCTGGAGGCTGATTTCAGTGCTGCCAATGGGTGTGGTGGCCCTTCCGAGATTGTTCAGCTGGA
CAAGTTAGG???AGAAGCAGATCTCTTGTGCCTTGATGAGAAGAACCAAACTCCCTCACCTTG
C???GACGCTTCTGCTGACCCTGAGCAAGCCAGCATCATCCCAGCAAAGGAAGATAAACCACA
ACTGCTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGATGCCCCTAACCAGATAAGCAATC
CTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAGCGACATTACACCAGCAGGAAGT
GTGGTCCTCTCACCAGGCCAAAAGAATAAGTCAGGAACAGCCCAGTGTGAAATGCATCCAG
AAG??????????????????CAAACTTCATCAAAGACAACGCCTGCTTCTTCAAGGGAGATGCCAAA
CAGCGCGTTGTCACGACCCCTCCCATTGAGGTCAAATCACATGAAGAGCCAAGCTTGAAGCA
GGAGGATGCTTATGTCACCACAGAAAGCCTTACCACTGCTGCTGAAAAGTATGGGGCTGCGG
AACAGGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTGTTCACATAGTGCAGTCTC
CACAAGGCCTCATCCTCAACGCAGCTGCCTTGCCCCTGCCTTTGCCTAACAAAGAATTTCACT
CATCTTGTGGCTAC 

 Hoplomys         
GCCATTCATGATAACTCTAAGCCTCAATTCTACAATGATGACTCTTGGGTTGAATTTATTGAG
CTAGATATTGATGACCCTGATGAAAAGATTGAAGGATCAGACACAGACAGACTTCTCAGCAG
CGACCACCAGAAATCTCTTAACATTCTCGGGGCAAAGGATGATGACTCTGGCCGGACCAGCT
GCTATGAACCTGATATTCTGGAGGCTGATTTTAGTGCTGGTGATGGGCGTGATGGGCCTTCCG
AGGTTGTTCAGCTGCACAAGTTAAAAGGAGAAGCAGATCTCTTGTGCCTTGATGAGAAGAAC
CAAACTCCCTCACCTTGT???GATGCCTCTCCTGACCCTGAGCAAGCCAGTGTCATCCCAGGAA
AGGAAGTCAAACCACGACTACTTTTTATTGGTAAAACTGAGTCAGCTAACCAAGATTCCCCT
AACCAGATAAGCAATCCTAGTTCACTGGCAAACATGGACTTTTATGCTCAAGTAAGCGACAT
TACACCAGCAGGGAGTGTGGTCCTCTCACCAGGCCAAAAGAATAAGGCAGGAACAGCCCAG
TGTGAAATGCATCCAGAAG??????????????????CAAAATCCATCAAAGACAGTGCCTGCTTCTT
CAAGGGAGATGCCAAACAGCATGTTGTAATGACCCCTCCTGTTGAGGTCAAATCACATGAAG
AGCCAAGCTTGAAGCAGGAGGATGCTTACGTCACCACAGAAAGCCTTACCACTGCTGCTGAG
AAGCATGGGGCTGCGGAACAGGCTCCAAGCTCTGAAATGGCCCTCCCAGATTATACCTCTGT
TCACATAGTGCAGTCTCCACAAGGCCTCATCCTCAACGCAGCTGCCTTGCCCCTGCCTTTGCC
TGACAAGGAATTTCACTCATCTTGCGGCTAC 

 

 

&[dna] 
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Cavia            
CAGCCTTTTTATTAGCTGTCTGCAGGATTATACATGACAAAATCCCTACACC?GGTGAGAATG
CCCTC?TGTACC?ACACT?TAGGT???TTAAAGGAGCGGACATCAAGCACACTG??CTAAGTAGC
TCACGACGTCTTGCTTTGCCACACCCCCACGGGAGACAGCAGTAATAAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTCATGCAGCA??????????ATC??AGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTGACCCTAGTTAATAAATCCC???GGCGTAAAAAGTGTTTTGG???A
ACTATAAAAAATAAGACTAATCCTTGTCTAAGTTGTAGAAAACT?CTAGACACGGT?AGAAAC
CATAAACGAAAGTAGTTTTAATAAGTCCGA?CACACGAAAGCTAAGGCCCAAACTGGGATTA
GATACCCCACTATGCTTAGCCATAAACACAAAAACTTACATAACAAAAGATTTCGCCAGAGA
ACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTATACCCGCCTAGAGGAG
CCTGTTCTATAATCGATAAACCCCGATACACCTCACCTCTCCTTGCTAATTCAGCCTATATAC
CGCCATCTTCAGCCAACCCTATTATGGAAACAAA?GTGAGCGCAAGTACACT????ACATAAAA
ACGTTAGGTCAAGGTGTAGCCAATGGAGAGGGAAGAAATGGGCTACATTTTCTTAC????CCA
A?GAAC??ATTAAACGCAAATCTTTATGAAATTCAAAGA?TCTAAGGAGGATTTAGTAGTAAA
TCAAG?AATAGAGAGCTTGATTGAACT??AGGCCATGAAG?CAC?GTACACAC?CGCCCGTCAC
CCTCCTCAAGTATCC???AAGGGTTTTGTACA?AACTAACAAA?????TATTAGAGGAGACAAGT
CGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Dasyprocta       
???????????????????????????????????GCAAGACTCCTCACCCC?GGTGAAAATGCCCTT?TGAACC
????ATAAGGAT???AA?AAGGAGCGGGTATCAAGCACACTG??ACTAGTAGCTCACAACACCTT
GCTTTGCCACACCCCCACGGGAAACAGCAGTAATAAAAATTAAGCAATGAACGAAAGTTTG
ACTAAGTTATACACCAACA??????AAT???AGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTC
ATACGATTAACCCAAACTAATAAA?GCC??CGGCGTAAAGAGTGTTTTAGA???AAGATATAAA
ATAAGACTAAAATTTATCTAAGTTGTAAAAAACTACCAGATAAAAT?GTACACTA?AAACGA
AAGTAATCTTACCATATCTGAATACACGAAAGCTAGAACCCAAACTGGGATTAGATACCCCA
CTATGCCTAGCCATAAACATAAAAACTT?TATAACAAAAATCTC?GCCCGAGAACTACTAGCT
ATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTACACCCACCTAGAGGAGCCTGTTCTATA
ATCGATAAACCCCGATATACCTCACCACCTCTTGCTAATCCAGCTTATATACCGCCATCTTCA
GCAAACCCTATTATGGAACAACA?GTAAGCATAATTATCAA????CAATAAAAACGTTAGGTC
AAGGTGTAGCCCATGAGATGGGAAGAAATGGGCTACATTTTCTTAC????CAAAGAACA??TTT
CCACGCAAATCCCCATGAAACTGGGGCA?TGCAAGGAGGATTTAGTAGTAAATTAAGCAATA
GAGAGCTTAATTG????????????????????????????????????????????????????????????????????????????
?????????????????????????????????????????????????????????????????? 

 Chinchilla       
TAGCTTTCTTATTGGTTGTGTGCGAAATTATACATGCAAGGCTCCCCAATCC?AGTGAGAATG
TCCTT?AAAATC???TCTCAAGAT???CAAAAGGAACAGGTATCAGGTGCACTC??ACCAGTAGC
CCACAACACCTTGTAAAACCACACCCCCACGGGACACAGCAGTAATTAAACTTAAGCAATAA
ACGAAAGTTTGACTAAGTTACGCAACAC?????????ACC??AGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCGAACTAATAAACCTC??CGGCGTATAGAGTGTTTTAG???A
ACAATAAACAATAAGATTAAACTTTATTTAAGTTGTAAAAGACT?CTAAATAAAAG?TAAACC
CAACAAACGAAGTAATCTTAACCCATCTGAACACACGAAAGCTACGACCCAAACTGGGATTA
GATACCCCACTATGCTTAGCCATAAACATAAAAACTC?CACAACAAAAGTTTTCGCCAGAGA
ACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTATATCCACCTAGAGGGG
CCTGTTCTATAATCGATAAACCCCGATCAACCTTACCACTTCTTGCTAATACAGCCTATATAC
CGCCATCTTCAGCAAACCCCTACATGGAACAAAAAGTAAGCACAA?TAATCC????CCATAAA
AACGTTAGGTCAAGGTGTAGCCCATGAAGTGGAAAGAAATGGGCCACATTTTCTTAC????CA
AGAAAATTAATT?AACGACAGTCACTATGAAACTTAGAGA?TCTAAGGAGGATTTAGCAGTA
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AATTAAG?AATAGAGAGCTTAGTTGAACC??AGGCCATGAAG?CAC?GTACACAC?CGCCCGTC
ACCCTCCTCAAATACCTC??AACTGGTGAACACA?AACCACCAAACACCGTACAAGAGGAGAC
AAGTCGTAACAAGGTAAGCGTACTGGAAAGTGTGCTTGGA 

 Hydrochoerus     
???????????????????????????????????GCAAGAGTCATCGCCCC?GGTGAAAATGCCCTC?TAAACC
A??????CATACGGATAAAAGGAGCGGGTATCAGGCGCACACCACAAAGTAGCCCATAACACC
TTGCTTCGCCACACCCCTACGGGAGACAGCAGTAACAAAAATTAAGCAATAAACGAAAGTTT
GACTAAGTCATGTAGCTATT???????????AAGGGTTGGTAAATTTCGTGCCAGCCACCGCGGTC
ATACGATTAACCCAAACTAATAAACTTC??CGGCGTAAAAAATGTTTTAGA???GATATAAAAA
ATAAGATTAAACTCTATCTAAGTTGTAAAAAACA?CCAGATAAAATGTAAG?TCAATAACGA
AAGTAATCTTAATACCTCTGAATACATGAAAGCTAAGACTCAAACTGGGATTAGATACCCCA
CTATGCTTAGCCATAAACATAAAAGTTCACATAACAAGAACTTTCGCCCGAGAACTACTAGC
AACAGCTTAAAACTCAAAGGACTTGGACGGTGCTTTATATCCACCTAGAGGAGCCTGTTCTA
TAATCGATAAACCCCGATACACCTCACCACTTCTTGCTAATTCAGCCTATATACCGCCATCTT
CAGCAAACCCAATCATGGCAACAAA?GTAAGCACAAACATATT????ACATAAAAACGTTAGG
TCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTTA?????CCAAAGAACATA
A???ACGTAAATCTTTATGAAACCTAAAGA?TAGAAGGAGGATTTAGTAGTAAATT?AAGAAT
AGAGAGCTTAATTG??????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????? 

 Cuniculus        
TAGCCTTTTTATTAGTTGTTCGCAAAATTATACATGCAAGAATCACCATGCC?AGTGAGAAAG
CCCTC?TAAGCCTACAAAACAGGC???CGAAAGGAGCAGGTATCAAGCACACCT??ACCGGTA
GCTCACAACATCAGGCCCAGCCACACCCCCACGGGAGACAGCAGTAACCAATATTGAGCAA
TGAACGAAAGTTTGACTCAGTTATGCAATACAA???????ACA??AGGGTTGGTCAATTTCGTGC
CAGCCACCGCGGTCATACGATTAACCCTAACTAATAAACCTC???GGCGTAAAAGGTGTTTTA
GGA?AAAAATAAAAAATAAGACTAAATTTCACCTAAGTCGTAAAAAACT?CTAGGCGAAAC?
ATGAAACACGAGCTAAAGCCGTCTTAACCTGCCTGAACACACGAAAGCTAAGACTCAAACTG
GGATTAGAGACCCCACTATGCTTAGCCGTAAACATAAAGATTT?TACAACAAAAATTTTCGCC
CGAGAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTCACACCCACCTAG
AGGAGCCTGTTCTATAATCGATACACCCCGATCCACCTCACCACCTCTTGCCAATTCAGCCTA
TATACCGCCATCTTCAGCAAACCCAATTATGGAACAAAA?GTAAGCACAAGCACTTC????ACG
TAAAAACGTTAGGTCAAGGTGTAGCCAATGAAGTGGGAAGAAATGGGCTACATTTTCTTAA?
???ACAAAGAAC??ATTTCACGCAAGTTTCTATGAAATCTAAAAA?CCCAAGGAGGATTTAGTA
GTAAATTAAG?AGTAGAGAGCTTAATTGAACC??AGGCCATGAAG?CAC?GTACACAC?CGCCC
GTCACCCTCTTCAAGTATCT???AAGC??????CATG?AGCAACACAA?????TGCAAGAAGAGATA
AGTCGTAACAAGGTAAGCATACTAGAAAGTGTGCTTGGA 

 Erethizon        
TGACTTTTTTATTAATTAGTAGCAAAATTATACATGCAAACATCCCCGCACC?AGTGAGAACG
CCCTT?TAAATCT??TATAAAGAC???AAGAAGGAGCAGGTATCAAGCACGCCA??AC?AGCAGC
TCACGACATCTCGCTTTGCCACGCCCTCACGGGAAACAGCAGTAATAAAAATTAAGCAATGA
ACGAAAGTTTGACTAAGTTATGCTTCAACTCTTT??AATCTTAGGGTTGGTAAATATCGTGCCA
GCCACCGCGGTTATACGATTAACCCAAATTAATAAACACA??CGGCGTAAA?AGTGTTTTAGG
??GAAGACCGAAAATAAGACTAAACTTCATCTAAGTCGTAAAAAACT?TTAGATAAATT?TAA
AATCACAAACGAAAGTAACCTTAATTTACCTGAACACACGAAAGCTAGGGCACAAACTGGG
ATTAGATACCCCACTATGCCTAACTATAAACATAAAAATTT?CCCAACAAAAATTTTTGCCAG
AGGACTACTAGCAACAGCTTAAAACTCAAAGGACTTGA?CGGTGCTT?ACACCCATCTAGAG
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GAGCCTGTTCTGTAATCGATAAACCCCGATTTACCTCACCGTTTCTTGCTAATTCAGTTTATAT
ACCGCCATCTTTAGCAAACCCAATTATGGAATTAAA?GTAAGCACAAGTATTAA????CA?TAA
AAACGTTAGGTCAAGGTATAGCCTATGAAACGGGAAGCAATGGGCTACATTTTCTTTA?????T
AAGAAAAT?TATTTACGGTAACCCTTATGAAACTTCGG?G?TCTAAGGAGGATTTAGCAGTAA
ATTAAG?AATAGAGAGCTTAATTGAACA??AGGCCATGAAG?CAC?GTACACAC?CGCCCGTCA
CCCTCCTCAAATATACGTAAGCCAAATAACTCT?ACCAAATCAAACAGATATTAGAGGAGAT
AAGTCGTAACAAGGTAAGCGTACTGGAAAGTGTGCTTGGA 

 Aconaemys        
TAGCCTTTTTATTAGTTGTCAGTAAAATTATACATGCAAGAATCATCAAACC?TGTGAGAATG
CCCTC?CAAATCA??CGCCGTGAT???CCAGAGGAGCCGGTATCAAGCGCACT???A?TAGTAGC
TCATGACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATACAACAACTA??????A?????GGGTTGGTAAATCTCGTGCCAGC
CGCCGCGGTCATACGATTAACCCTAATTAATAAACCCT??CGGCGTAAAGAGTGTTAAA???AC
AAAACTAAAA?TAAGATTAAAATTTACCCGGGTCGTAAAAAACT?ACAGGTAAAAAATAAAT
CCATACACGAAAGTTATCTTAATACACCTGAACACACTAAAGCTAAGATCCAAACTGGGATT
AGATACCCCACTATGCTTAGCCGTAAACACAGACA?TTTAATAACAAAAATGTTCGCCAGAG
AACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGCCTATATA
CCGCCATCTTCAGCAAACCCTAATAAGGAAAAAAA?GTAAGCACAAATATAC?????TCATAAA
AACGTTAGGTCAAGGTGTAGCCAATGGAGTGGTAAGAAATGGGCTACATTTTCTTAC????CCC
AAGAAAACTA???ACAGTAACCTTTATGAAATCTAAAGG?TTTAAGGAGGATTTAGCAGTAAA
TT?AAGAATAGAGAGCTTAATTGAACT??AGGCCATGAAG?CAC?GCACACAC?CGCCCGTCAC
CCTCCTCAAATACTCACTCAAATTTATATATA????AATTATAACCAATATGAGAGGAGACAAG
TCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Octodon          
TAGCCTTTTTATTAGTTGTCAATAAAATTATACATGCAAGAGTCATCAAACC?TGTGAGAATG
CCCTC?CAAGTCG??CATCGTGAC???CTAGAGGAGCTGGTATCAAGCACACT???A?CCGTAGCT
CATGACACCCCGCTTAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATAAA
CGAAAGTTTGACTAAGTTATATAACAACTA??????A?????GGGTTGGTAAATCTCGTGCCAGCC
ACCGCGGTCATACGATTAACCCTAATTAATAAACCC???CGGCGTAAAGAGTGTTAAAG??ACA
AAACTAAAA?TAAGATTAAAATTTACCCAAGTCGTAAAAAACT?ACAGGTAAAAAATAAATC
CACATACGAAAGTTATCTTAGTACACCTGAATCCACTAAAGCTAAGATCCAAACTGGGATTA
GATACCCCACTATGCTTAGCCATAAACACAGACA?TTTAACAACAAAAATGTTCGCCAGAGA
ACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAG
CCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGCCTATATAC
CGCCATCTTCAGCAAACCCTAATAAGGAAAAAAA?GTAAGCACAAATATAC?????TCATAAAA
ACGTTAGGTCAAGGTGTAGCTAATGAAGTGGTAAGAAATGGGCTACATTTTCTTAC????CTTA
AGAATATTA???ACAGTAATCTTTATGAAATCTAAAGA?TTTAAGGAGGATTTAGCAGTAAATT
?AAGAATAGAGAGCTTAATTGAATT??CGGCCATGAAG?CAC?GCACACAC?CGCCCGTCACCC
TCCTCAAATACTCACTCAAATTTATATACATATAAATTACAACCAATATGAGAGGAGACAAG
TCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Octodontomys     
TGGCCTTTTTATTAGTTGTTAGTAAAATTATACATGCAAGAATCATCAAACC?TGTGAGAATG
CCCTC?CAAATCA??TATCATGAT???TCAGAGGAGCCGGTATCAAGCACACT???A?TTGTAGCT
CATAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTGATTAAAATTAAGCAATAAA
CGAAAGTTTGACTAAGTTATACAACAGTTT??????A?????GGGTTGGTAAATCTCGTGCCAGCC
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ACCGCGGTCATACGATTAACCCTAATTAATAAACCTTTTCGGCGTAAAGAGTGTTAAAA??AC
AAAACTAAAA?TAAGATTAAAATTTACCTAAGTCGTAGAAAATT?ACAGGTAAAAAATAAAC
CCAAATACGAAAGTTATCTTAATAAACCTGAATACACTAAAGCTAAGATCCAAACTGGGATT
AGATACCCCACTATGCTTAGCCATAAACATAAACA?TTTAACAACAAAAATGTTCGCCAGAG
AACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTCGCTAATTCAGCCTATATA
CCGCCATCTTCAGCAAACCCTAATAAGGAGAAAAA?GTAAGCACAAATATTT?????ACATAAA
AACGTTAGGTCAAGGTGTAGCCAATGAAGTGGCAAGAAATGGGCTACATTTTCTTTC???ACC
TAAGAAAACA????ACAGTAATTCTTATGAAACTTAAGAA?TTTAAGGAGGATTTAGCAGTAA
ATT?AAGAATAGAGAGCTTAATTGAACT??AGGCCATGAAG?CAC?GCACACAC?CGCCCGTCA
CCCTCCTCAAATATCTACTCAAATTTATACCTG????AATTATAACCAATATAAGAGGAGACAA
GTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Octomys          
TGGCCTTTTTATTAGTTGTTAGCAAAATTATACATGCAAGAATCATCAACCC?TGTGAAAATG
CCCTC?CAAGTCATCACCCTTGAC???CCAGAGGAGCGGGTATCAAGCACACT???A?TTGTAGC
TCACAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATTAGAATTAAGCAATGA
ACGAAAGTTTGACTAAGTTATGCAACAATCA??????A?????GGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAATTAATAAACCC???CGGCGTAAAGAGTGTTAAAA??GA
AACATCAAAA?TAAGATTAAATCTTACCTAAGTCGTAAAAAACT?ATAGGTAAAAA?CAAAAC
CATATACGAAAGTTATCTTACTACCCCTAGATACACTAAAGTTAAGATCCAAACTGGGATTA
GATACCCCACTATGCTTAACCATAAACATAAGCA?TTTCACAACAAAAATGTCCGCCAGAGA
ACTACTAGCAACTGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAG
CCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGTCTATATAC
CGCCATCTTCAGCAAACCCTAATAAGGAAAAAAA?GTAAGCACAAACACGC?????CCATAAA
AACGTTAGGTCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTTAA????TA
AAAGAAAATCA???ACAGTAATCTTTTTGAAACCTAGAGA?TTTAAGGAGGATTTAGCAGTAA
ATT?AAGAATAGAGAGCTTAATTGAATT??AGGCCATGAAG?CAC?GCACACAC?CGCCCGTCA
CCCTCCTCAAATATTCACTCAAATTTATATCTA????AATTATAAA?AATACAAGAGGAGACAA
GTCGTAACAAGGTAAGCGTACTGGAAAGTGTGCTTGGA 

 Pipanacoctomys   
TCGCCTTTTTATTAGTTGTTAGCAAAATTATACATGCAAGAGTCATCAAACC?TGTGAGAATG
CCCTC?CAAGTCA?CACCCTTGAC???CCAGAGGAGCGGGTATCAAGCACACT???A?TTGAAGC
TCATGACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATGCAACAAGCC??????A?????GGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAACTAATAAAACC???CGGCGTAAAGAGTGTTAAAAA?G
AAACGTTAAAA?TAAGATTAAATTTTGCCCAAGTCGTAAAAA?CT?ACAGGCAAAAA?TAA?C
TCAAACA?GAAAGTTATCTTACTACTCCTAGACACACTAAAGCTAAGGCACAAACTGGGATT
AGATACCCCATTATGCTTAGCCATAAACATAAACA?TTTTACAACAAAAATGTTCGCCAGAG
AACTACTAGCAACCGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGTCTATATA
CCGCCATCTTCAGCAAACCCTAATAAGGAAAAAAA?GTAAGCACAAACACCCCCTCCCCATA
AAAACGTTAGGTCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTTA?????T
ACAAGAAAACCA???ACAGTAATCTTTTTGAAACCTAAAGA?TTTAAGGAGGATTTAGCAGTA
AATT?AAGAATAGAGAGCTTAATTGGAATGGAGGCCATGAA?GCACTGCACACACTCGCCCG
TCACCCTCCTCAAATATTTACTCAAATTTACATTTA????AATTACAACCAATATAAGAGGAGA
CAAGTCGTAACAAGGTAAGCATACTGGAAAGTGT??TTGGA 
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 Spalacopus       
TAGCCTTTTTATTAGTTGTCAGTAAAATTATACATGCGAGAATCATCAAACC?TGTGAGAATG
CCCTC?CAAGTCA??AACCGTGAC???CCAGAGGAGCCGGTATCAAGCACACT???A?TCGTAGC
TCATAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATACAACAACTA??????A?????GGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAATTAATAAACCCT??CGGCGTAAAGAGTGTTAAA???AC
AAAACTAAAA?TAAGATTAAAATACACCCAAGTCGTAAAAAACT?ACAGGTAAAAA?TAAAT
CCACATACGAAAGTTATCTTAATACACCTAAATACACTAAAGCTAAGACCCAAACTGGGATT
AGATACCCCACTATGCTTAGCCATAAACACAAACA?TTTAATAACAAAAATGTTCGCCAGAG
AACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGCCTATATA
CCGCCATCTTCAGCAAACCCTAATAAGGAAAAAAA?GTAAGCACAAATACAC?????TCATAAA
AACGTTAGGTCAAGGTGTAGCCAATGGAGTGGTAAGAAATGGGCTACATTTTCTTAC????CCT
AAGAAAACTA???ACAGTAATCTTTATGAAACCTAAAGA?TTTAAGGAGGATTTAGCAGTAAA
TT?AAGAATAGAGAGCTTAATTGAACT??AGGCCATGAAG?CAC?GCACACAC?CGCCCGTCAC
CCTCCTCAAATACTTACTCAAATTTATATATATATAAATTATAACCAATATGAGAGGAGACA
AGTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Tympanoctomys    
TGGCCTTTTTATTAGTTGTTAGCAAAATTATACATGCAAGAGTCATCAAACC?TGTGAGAATG
CCCTC?CAAGTCA?CACCTTTGAC???CCAGAGGAGCGGGTATCAAGCACACT???A?TTATAGC
TCATGACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATGCAACAATCC??????G?????GGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAACTAATAAAACC???CGGCGTAAAGAGTGTTAAAA??G
AAGCATTAAAA?TAAGATTAAGTTTTACCTAGGTCGTAAAAAACT?ACAGGTAAAAA?TAAAC
TCAAACACGAAAGTTATCTTACTACTCCTAGACACACTAAAGCTAAGGCACAAACTGGGATT
AGATACCCCATTATGCTTAGCCATAAACATAAACA?TTTTACAACAAAAATGTTCGCCAGAG
AACTACTAGCAACCGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGTCTATATA
CCGCCATCTTCAGCAAACCCTAATAAGGAAAAAAA?GTAAGCACAAACACCCCCTCCCCATA
AAAACGTTAGGTCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTTA?????T
ACAAGAAAACCA???ACAGTAATCTTTTTGAAACCTAAAGA?TTTAAGGAGGATTTAGCAGTA
AATT?AAGAATAGAGAGCTTAATTGAATC??AGGCCATGAAG?CAC?GCACACAC?CGCCCGTC
ACCCTCCTCAAATATTCACTCAAATTTACACTCA????AATTACAACCAATATAAGAGGAGACA
AGTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Ctenomys         
???????????????????????????????????GCAAGAATCATCTGTCC?AGTGAAAATGCCCTT?TAAATT
A????ACAAAAT???CAAAAGGAGCTGATATCAAGCACACC???AATGGTAGCTCATAACATCTT
GCCCAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATAAACGAAAGTTTG
ACTAAGTTATATAACAAATA??????AAA???GGGTTGGTAAATCTCGTGCCAGCCACCGCGGTC
ATACGATTAACCCTAATTAATAAAACC???CGGCGTAAAGAGTGTTAAAATTAATAAATCAAA
A?TAAGATTAAATTTCATCTAAGTTGTAAAAAACT?ATAGACAAAAA?TAAAACCATGCACGA
AAGTAATCTTATTATAATTAAACACACTAAAGCTAAGGTACAAACTGGGATTAGATACCCCA
CTATGCTTAGCCATAAACAAAGACA?TTTAAAAACAAAAATGTTCGCCAGAGAACTACTAGC
AACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAGCCTGTTCTAT
AATCGATAAACCCCGTTACACCTCACCACCCCTTGCTAATCCAGCCTATATACCGCCATCTTC
AGCAAACCCTAACAAGGATAAAAA?GTAAGCATAATCATAT?????ACATAAAAACGTTAGGT
CAAGGTGTAGCCAATGGAGTGGAAAGAAATGGGCTACATTTTCTTCATT?ACAAAAGAATAT
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TA???ACGGTGATCTCTATGTAACCTAAAGA?TTTAAGGAGGATTTAGTAGTAAATT?AAGAAT
AGAGAGCTTAATTG??????????????????????????????????????????????????????????????????????????
???????????????????????????????????????????????????????????????????? 

 Clyomys          
TAGCTTTTTTATTAGTTGTTAGTAAAATTATACATGCAAGAATCATCTTCCC?AGTGAGAATG
CCCTC?CAAGTCA????TGCAGAC???ATAGAGGAGCAGGTATCAAGCACACTA?ATAAAGTAGC
TCATAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATCAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATACAACTTCT???????ACA?AAGGGTTGGTAAATCTCGTGCCAG
CCACCGCGGTCATACGATTAACCCTAATTAATAAACCCT??CGGCGTAAAGAGTGTTAAAAA?
?TAACATTATAA?TAAGATAAAATTTTATCTAAGTCGTAAAAAACA?ACAGATAAAAA?CAAG
ACCATTTACGAAAGTAATCTTAATATATCTGAAAACACCAAAGCTAAGATCCAAACTGGGAT
TAGATACCCCACTATGCTTAGCCGTAAACACAAACA?TTTAATAACAAAAATTTTCGCCAGAG
AACTACTAGCCACAGCTTAAAACTCAAAGGACTTGG????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????? 

 Euryzygomatomys  
TAGCTTTTTTATTAGTTGTCAGTAGAATTATACATGCAAGAATCATCTTCCC?AGTGAGAATG
CCCTC?CAGACCA????CAAAGAT???CAAGAGGAGCGGGTATCAAGCACACTA?ATAACGTAG
CTCACAACACCTTGCTTAGCCACACCCCCACGGGACACAGCAGTAACTAAAATTAAGCAATA
AACGAAAGTTTGACTAAGTCATACAACTTCT???????ACA?AAGGGTTGGTAAATCTCGTGCCA
GCCACCGCGGTCATACGATTAACCCTAACTAATAAACAC???CGGCGTAAAGAGTGTTAAAAA
?CTAACACTACAA?TAAGATTAAATTTTATCCAAGTCGTAAAAAACA?ACAGATAAAGA?CAA
AACCATCCACGAAAGTAATCTTATTAAATCTGAAAACACTAAAGCTAAGACCCAAACTGGGA
TTAGATACCCCACTATGCTTAGCCGTAAACACAGATA?TTTAATAACAAAAATTTCCGCCAGA
GAACTACTAGCCACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAATCCACCTAGAGG
AGCCTGTCCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCCAACTCAGCTTATAT
ACCGCCATCTTCAGCAAACCCCTACAGGGAACAAAA?GTAAGCACAACTATGC?????TCATAA
AAACGTTAGGTCAAGGTGTAGCTTATGAAGTGGAAAGAGATGGGCTACATTTTCTTTTCA???
AAGAATACACCC??AACAGTAATTTTTATGAAACCTAAAAA?TTTAAGGAGGATTTAGTAGTA
AATT?AAGAATAGAGAGCTTAATTGAACT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTC
ACCCTCCTCAAATATTAACTCAAATTTATACAAA???????TTAAAA??ATATAAGAGGAGACAA
GTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Echimys          
TAGCTTTTTTATTAGTTATTAGCAAAATTATACATGCAAGAGTCATCATACC?CGTGAGAATG
CCCTA?TAGATCA????AATAGA???TCCAAAGGAGCTGGTATCAAGCACACT???TATAGTAGCT
CATAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATCAAAATTAAGCAATAAA
CGAAAGTTTGACTAAGTTATGCAATTTT????????ATTCAAGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGAGTAACCCTAATTAATAAACCC???CGGCGTAAAAAGTGTTAAAAA??
CATAACCCAAA?TAAGATTAAATCTTATCTAAGTCGTAAAAAACA?ACAGATATAGA?TAAGC
CCATAAACGAAAGTAATCTTAATAACTCTGAATACACTAAAGCTAAGACTCAAACTGGGATT
AGATACCCCACTATGCTTAGCCGTAAACAAAGATA?TTTAATAACAAAAATATTCGCCAGAG
AACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCATCTAGAGGA
GCCTGTTCTATAATCGATAATCCCCGATAAACCTCACCACTTCTAGCTAATCCAGTCTATATA
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CCGCCATCTTCAGCAAACCTTATTAAAGAACAAAA?GTAAGCATAATGATCG?????CCATAAA
AACGTTAGGTCAAGGTGTAACCAATGAAGTGGAAAGAAATGGGCTACATTTTCTCGCTT???A
AGAGAACATTA??A?CAGTTATCTTTATGAAACTTAAAGATACTAAGGAGGATTTAGTAGTAA
ATTTAAGAATAGAGAGCTTAATTGAATT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCA
CC?????????????????????????????????????????????????????????????????????????????????????????????
??????? 

 Isothrix         
TAGCTTTTTTATTAATTGTTAACAAAATTATACATGCARGAATCACCACCCC?TGTGAAAATG
CCCTTATAAATCA?C?CAACAGGTG??ATAAAGGAGCTGGTATCAAGCACACTC?ACA?TGTAG
CTCACAACACCTTGCCCAGCCACACCCCCACGGGATACAGCAGTAATTAAAATTAAGCAATG
AACGAAAGTTTGACTAAGTTATGTAACCT?T???????ACT?AAGAGTTGGTAAATCTCGTGCCA
GCCACCGCGGTCATACGAGTAACCCTAATTAATAAATTT???CGGCGTAAAGAGTGTTAAATA
??TAAAACTAAAA?TAAGATTAAATCTTATCTAAGTCGTAAAAAACA?ATAGACAAGAA?CAA
ACCCATAAACGAAAGTAATCTTAATAAATATGAATACACMAAAGCTAAGACTCAAACTGGG
ATTAGATACCCCACTATGCTTAGCCACAAACAAAAGTA?TTTAATAACAAAAATATTCGCCA
GAGAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGA
GGAGCCTGTTCTGTAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGCTTAT
ATACCGCCATCTTCAGCAAACCCTAATAAGGAATAAAA?GTAAGCACAACTACTC?????CCAT
AAAAACGTTAGGTCAAGGTGTAGCTAATGTAGTGGAAAGAAATGGGCTACATTTTCTCT?????
?AAGAGAAAACT???TACGGCAATCTATATGAAATCTAGAAA?TACAAGGAGGATTTAGTAGT
AAATT?AAGAATAGAGAGCTTAATTGAATT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGT
CACCCTCCTCAAATATATACTCAAATTTACTTAAA???????TTATAATAATATTAGAGGAGACA
AGTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Hoplomys         
TGGCTTTTTTATTAATTATAAGCAAAATTATACATGCAAGAGTCATCATTCC?TGTGAGAATG
CCCTA?TAAATCT?TTACATAGAT???CTAAAGGAGCTGGTATCAAGCACAC???TCCTAGTAGC
TTATAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATCAAAATTAAGCTATAA
ACGAAAGTTTGACTAAGTTATGCTATAGTT?????????ATAAGGGTTGGTAAATTTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAATTAATAAAACC???CGGCGTAAAGAGTGTTAAAAA??T
AAGATAAAAAATAAGATTAAGCTTTACCTAAGCCGTAAAAAACA?ACAGGCAAAAG?TAAAC
CCATTAACGAAAGTAATCTTAACTAATCTGATAACACTAAAGCTAAGACTCAAACTGGGATT
AGATACCCCACTATGCTTAGCCATAAATACAAATA?TTTAACAACAAAAATATTCGCCAGAG
AACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCATCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTCGCTAATTCAGTTTATATA
CCGCCATCTTCAGCAAACCCCAACAGGGTATAAAA?GTAAGCATAATTATTA?????TCATAAA
AACGTTAGGTCAAGGTGTAACCTATGAAGTGGAAAGAAATGGGCTACATTTTCTT??TTA?CA
AGAACAC?ATAC?TACAGTTATCTTTATGAAA?ACTAAAGATTTAAGGAGGATTTAGTAGTAA
ATT?AAGAACAGAGAGCTTAATTGAATT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCA
CCCTCCTCAAATATTCACTAAAATTTATTTATT???????TAATTAATATATAAGAGGAGATAAG
TCGTAACAAGGTAAGCGTACTGGAAAGTGTGCTTGGA 

 Kannabateomys    
TGGCTTTTTTATTAGTTATTAGCAAAATTATACATGCAAGAGTCATCATTCC?TGTGAGAATG
CCCTA?CAAATCA????CCAAGA???TCTAAAGGAGCCGGTATCAAGCACACA???CACAGTAGC
TCATAACACCTTGCTCAGCCACACCCCCACGGGAAACAGCAGTAATCGAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATGCTATACT????????ACTTTAGGGTTGGTAAATCTCGTGCCAG
CCACCGCGGTCATACGAGTAACCCTAATTAATAAACCC???CGGCGTAAAGAGTGTTAAAAA?
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?AACAAAGAAAA?TAAGATTAAATTTTATCTAAGCCGTAAAAAACA?ACAGATAAAAT?TAAA
CTCATGAACGAAAGTAATCTTAACAAATTTGAATACACCAAAGCTAAGATCCAAACTGGGAT
TAGATACCCCACTATGCTTAGCCGTAAACACAGACAATTTAATAACAAAAATTTTCGCCTGA
GAACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGG
AGCCTGTTCTATAATCGATAAACCCCGATATACCTCACCACTTCTTGCTAATTCAGCTTATAT
ACCGCCATCTTCAGCAAACCCCACCAGGGAATAAAA?GTAAGCATAACTATAA?????TCATAA
AAACGTTAGGTCAAGGTGTAGCTAATGAAGTGGGAAGAAATGGGCTACATTTTCTCCATT??T
AAGAGAACAT????AACAGTAATCCTTATGAAATTTAAAGA?TTTAAGGAGGATTTAGTAGTAA
ATT?AAGAATAGAGAGCTTAATTGAATT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCA
CCCTCCTCAAATATTCACTCAAATTTACCCAAA???????TTTCAACAATATGAGAGGAGATAAG
TCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Dactylomys       
TAGCCTTTTTATTAGTTGTTAACAAAATTATACATGCAAGAGTCATCACCCC?TGTGAAAATG
CCCTA?CAAATCA????CTAAGA???TCTAAAGGAGCAGGTATCAAGCACACA???TAT?GTAGCT
CATAACACCTTGCTTAGCCACACCCCCACGGGAAACAGCAGTAATTAAAATTAAGCAATAAA
CGAAAGTTTGACTAAGTTATGTTATATTC???????ACTTAAGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGAGTAACCCTAACTAATAAACCC???CGGCGTAAAGAGTGTAAAAAA??
AATAAACAAAA?TAAGATTAAAATTTATCTAAGTCGTAAAAAACA?ACAGATAAAAC?CAAA
CTCATAAACGAAAGTAATCTTAATGTATCTGAATACACTAAAGCTAAGATCCAAACTGGGAT
TAGATACCCCACTATGCTTAGCCCTAAACATAGATAATTCAATAACAAAAATTTTCGCCTGA
GAACTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCATCTAGAGG
AGCCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGTCTATAT
ACCGCCATCTTCAGCAAACCCCACCAGGGAACAAAA?GTAAGCATAATTATTA?????CCATAA
AAACGTTAGGTCAAGGTGTAACTAATGAAATGGGAAGAAATGGGCTACATTTTCTCTATT??T
AAGAGAATAT????AACAGTAATCCTTATGAAATCTAAAGA?TTTAAGGAGGATTTAGCAGTA
AATT?AAGAATAGAGAGCTTAATTGAATC??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTC
ACC???????????????????????????????????????????????????????????????????????????????????????????
????????? 

 Lonchothrix      
TAGCCTTTTTATTAATTAGTAGCAAAATTATACATGCARGAATCACCATTCC?TGTGAAAATG
CCCTA?TAAGTCT????AATCGAC???CTAAAGGAGCTGGTATCAAGCACACT???CAAAGTAGCT
CATGACACCTTGCTCAGCCACACCCCCACGGGAAACAGCAGTAATCAAAATTAAGCAATAAA
TGAAAGTTTGACTAAGTTATGCTACAC?T?????TCA???A?GGGTTGGTAAACCTCGTGCCAGCC
ACCGCGGTCATACGAGTGACCCTAATTAATAAACCC???CGGCGTAAAGAGTGTTAAAGA??T
ACCATATAAA?TAAGATTAAATTTTATCTAAGTCGTAAAAAACA?ACAGATAAAAA?TAAATC
CTCATACGAAAGTAATCTTAATAAACCTGAATACACTAAAGCCAAGACACAAACTGGGATTA
GATACCCCACTATGCCTGGCTATAAACACAGATA?TTTAATAACAAAAATTTTCGCCTGAGAA
CTACTAGCAACCGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAGC
CTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGCTTATATACC
GCCATCTTCAGCAAACCCCACCAGGGATTACAA?GTAAGCACAATTATTC?????TCATAAAAA
CGTTAGGTCAAGGTGTAGCCAATGAAGTGGAAAGAAATGGGCTACATTTTCTCTCATTT?AAG
AGAATAATT??AACGACAATCTCCATGAAACTTAGAGA?TCCAAGGAGGATTTAGCAGTAAAT
T?AAGAATAGAGAGCTTAATTGAATT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCACC
CTCCTCAAGCATCCACTTAAATT?GTCTAAA???????TTACAGTAATACGAGAGGAGACAAGTC
GTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 
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 Makalata         
TGGCTTTTTTATTAACTATTAGCAGAATTATACATGCAAGCATCACCATACC?TGTGAGAATG
CCCTA?CAAATCA????TAAAGAT??TTAAAAGGAGCTGGTATCAAGCACACT???CATAGTAGC
TCATAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATCAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTCATGCAAT???????????AAT?AAGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGAGTAACCCTAGTTAATAAAACC???CGGCGTAAAGCGTGTTAAAAA??T
ATAATCAAAA?TAAGATTAAGACTTATCTAAGTCGTAAAAAACA?ATAGATAAAAA?TAAACT
CAATAACGAAAGTAATCTTAATAACTCTGTATACACTAAAGCCAAGGCTCAAACTGGGATTA
GATACCCCACTATGCTTAGCCGTAAACAAAGATA?TTTCATAACAAAAATTTTCGCCTGAGAA
CTACTAGCAATAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAGC
CTGTTCTATAATCGATAAACCCCGATCAACCTTACCACTTCTAGCTAAGTCAGTCTATATACC
GCCATCTTCAGCAAACCCTACTAAGGAAAAAGA?GTAAGCACAATGATAA?????TCATAAAA
ACGTTAGGTCAAGGTGTAACCAATGAAGTGGGAAGAAATGGGCTACATTTTCTCCAAT??CAA
GAGAATATTTT?AACAGTAGTCTTTATGAAAACTAAAGACTCTAAGGAGGATTTAGCAGTAA
ATT?AAGAATAGAGAGCTTAATTGAATC??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCA
CC?????????????????????????????????????????????????????????????????????????????????????????????
??????? 

 Mesomys          
TAGCCTTTTTATTAATTAGTAGCAAAATTATACATGCAAGAGTCATCACCCC?TGTGAAAATG
CCCTA?TAAGTCA????TATAGAC???TTAAAGGAGCTGGTATCAAGCACACT???CAAAGTAGCT
CACAACACCTTGCTCAGCCACACCCCCACGGGATACAGCAGTAATCAAAATTAAGCAATAAA
CGAAAGTTTGACTAAGTTATGCTACGA?T??????AAT??A?GGGTTGGTAAACCTCGTGCCAGCC
ACCGCGGTCATACGAGTGACCCTAATTAATAAACCT???CGGCGTAAAGAGTGTTAAAGA??C
ATAATCATAA?TAAGATTAAATTTTACCTAAGTCGTAAAAAACA?ACAGGTAGAATCTAAACC
CACAGACTAAAGTAATCTTAATAAATCTGAATACACTAAAGCTAAGACCCAAACTGGGATTA
GATACCCCACTATGCCTAGCCGTAAACACAGATA?TTTAATAACAAAAATTTTCGCCAGAGA
ACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCATCTAGAGGAG
CCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACCTCTTGCCAATTCAGCTTATATAC
CGCCATCTTCAGCAAACCCCACCAGGGATTATAA?GTAAGCACAATTATTC?????TCGTAAAA
ACGTTAGGTCAAGGTGTAGCCAATGAAGTGGGAAGAAATGGGCTACATTTTCTCCCC?????AG
AGAACATTC??AACGATAGTCTCTATGAAACCCAGWGA?CCCAAGGAGGATTTAGCAGTAAA
TT?AAGAATAGAGAGCTTAATTGAATC??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCAC
CCTCCTCAAGTATCCACCAAGATTTGTCCAAA???????TCATAACAATACGAGAGGAGACAAG
TCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Phyllomys        
TAGCTTTTTTATTAATTATAAGCAAAATTATACATGCAAGAGTCATCATTCC?CGTGAAAATG
CCCTA?TAGATCA???CAAAAGA???TTCAAAGGAGCTGGTATCAAGCACACT???TACAGTAGC
TCACAACACCTTGCTTAGCCACACCCCCACGGGACACAGCAGTAACCAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGTTATGCAATGCA????????ACT?AAGGGTTGGTAAATCTCGTGCCAG
CCACCGCGGTCATACGAGTAACCCTAATTAATAAACTC???CGGCGTAAAGAGTGTTAAAAA??
TGTAATCAAAA?TAAGATTAAACCTTATCTAAGTCGTAAAAAACT?ACAGATAAAAA?TAAAC
TCACAAACGAAAGTAATCTTAATAACTCTGAACACACCAAAGCTATGATCCAAACTGGGATT
AGATACCCCACTATGCTTAGCCATAAACAAAGATA?TTTAACAACAAAAATTTTCGCCCGAG
AACTACTGGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTTACCATTTCTAGCTAATTCAGTCTATATA
CCGCCATCTTCAGCAAACCCTATTAGGGAACAAAA?GTAAGCTTAATGATCA?????CCATAAA
AACGTTAGGTCAAGGTGTAACCAATGAAATGGGAAGAAATGGGCTACATTTTCTCTATTT?CA
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AGAGAACAATA??AACAGTAATCTTTATGAAATCTAAAGAATTTAAGGAGGATTTAGTAGTA
AATT?AAGAATAGAGAGCTTAATTGAATT??AGGCTATAAAG?CAC?GCACACAC?CGCCCGTC
ACC???????????????????????????????????????????????????????????????????????????????????????????
????????? 

 Proechimys       
TAGCTTTTTTATTAATTATAAACAAAATTATACATGCAAGAGTCATCACTCC?TGTGAGAATG
CCCTA?CAAATCT?A???GTAGAT???CTAAAGGAGCAGGTATCAAGCACAC???TTACAGTAGCT
CACAACACCTTGCTTTGCCACACCCCCACGGGACACAGCAGTAATCAAAATTAAGCTATAAA
CGAAAGTTTGACTAAGTTATGTTATATTTA??????TTCTAAGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAATTAATAAACCC???CGGCGTAAAGAGTGTTAAAAA??A
CTAAACAAAAATAAGATTAAATTTTACCTAAGTCGTAAAAAACA?ACAAGTAAAAA?TAAGC
CCACTAACGAAAGTAATCTTAATAAGTATGAAAACACTAAAGCTGAGATCCAAACTGGGATT
AGATACCCCACTATGCTCAGCCATAAACATAAATG?TTTAATAACAAAAATATTCGCCAGAG
AACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCATCTAGAGGA
GCCTGTTCTATAATCGATAAACCCCGATAAACCTTACCACTTCTCGCTAATCCAGTTTATATA
CCGCCATCTTCAGCAAACCCCCACAGGGAATTAAA?GTAAGCATAATTATCA?????TCATAAA
AACGTTAGGTCAAGGTGTAACCAATGAGGTGGAAAGAAATGGGCTACATTTTCTT??TCA?AA
AGAATAT?ACA??AACAGTAATCTTTATGAAAGCCTAAAGATTTAAGGAGGATTTAGTAGTAA
ATT?AAGAACAGAGAGCTTAATTGAACT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCA
CC?????????????????????????????????????????????????????????????????????????????????????????????
??????? 

 Thrichomys       
TAGCTTTTTTATTAATTATTAACAAGCTTATACATGCAAGAGTCATCACACC?TGTGAGAATA
CCCTA?TAAATCC?T???TTCGAT???CAAAAGGAGCAGGTATCAAGCACAC???CTACGGTAGCT
TACAACACCTAGCCCAGCCACACCCCCACGGGACACAGCAGTAATCAAAATTAAGCAATAA
ACGAAAGTTTGACTAAGCTATGTTATAC???????????CCCAGGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTGATTAATAAAAGT???CGGCGTAAAGAGTGTTAAAAC??T
ATAT?CAAAAATAAGATTAAACTCCATTTAAGTTGTAAAAAACA?ACAAATGAAGT?TAAAAC
CACTAACGAAAGTAATCTTAATAAATTTGAGCACACCAAAGCTAAGGCCCAAACTGGGATTA
GATACCCCACTATGCTTAGCCATAAACACAAACA?TTCCACAACAAAAATATTCGCCAGAGT
ACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAG
CCTGTTCTATAATCGATGAACCCCGCTAAACCTCACCACTTCTCGCTAAACCAGTCTATATAC
CGCCATCTTCAGCAAACCCTAGCAAGGAGCAAAA?GTAAGCACAACTACCC?????CCATAAAA
ACGTTAGGTCAAGGTGTAACCAATGAAGTGGAAAGAAATGGGCTACATTTTCTTC?TTT?CAA
GAATAT??TAT?CACAGAAATCTTTATGAAA?CCTAAAGATCTAAGGAGGATTTAGTAGTAAA
CT?GAGAAAAGAGAGCTTGGTTGAATA??AGGCCATGAAG?CAC?GCACACAC?CGCCCGTCA
CCCTCCTCAAATACTCACTCAAATTTGTACAAA???????TTATAAAAATATGAGAGGAGACAA
GTCGTAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

 Trinomys         
TAGCTTTTTTATTAATTGTTAGTAAAATTATACATGCAAATATCATTATACC?GGTGAGAATG
CCCTC?TAATTCAA???TTAAGGT???TTAGAGGAGCGGGTATCAAGCACACC???TAGAGTAGCT
CATAACACCTTGCTTAGCCACACCCCCACGGGACACAGCAGTAATCAAAATTAAGCAATAAA
CGAAAGTTTGACTAAGTTATACTAACAAC???????ATT?A?GGGTTGGTAAATCTCGTGCCAGC
CACCGCGGTCATACGATTAACCCTAATTAATAAACCC???CGGCGTAAAGAGTGTTAAAGA??T
ATTGATAAAA?TAAGACTAAACTTTATCCAAGTTGTAAAAAACA?AAAGATAGAAG?TAAATA
CACAAACGAAAGTAATCTTAACAAATCTGAATACACTAAAGCTAAGACCCAAACTGAGATTA
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GATACCCCACTATGCTTAGCCGTAAACATAAAAA?TTTAATAACAAAAATTTTCGCCAGAGA
ACTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCACCTAGAGGAG
CCTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTTGCTAATTCAGTCTATATAC
CGCCATCTTCAGCAAACCCCAATAGGGACCAAAA?GTAAGCACAATTACAC?????ACATAAAA
ACGTTAGGTCAAGGTGTAACCAATGAAGTGGGAAGAAATGGGCTACATTTTCTTACTAC??AA
GAAAATTTTC??AACAGTAATCTATATGAAACCTAAAGA?TTTAAGGAGGATTTAGTAGTAAA
TT?AAGAATAGAGAGCTTAATTGAACT??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCAC
C??????????????????????????????????????????????????????????????????????????????????????????????
?????? 

 Myocastor        
TGGCATTTTTATTAATTATTAGCAGAATTATACATGCAAGAGTCATCATTCCATGTGAGA?TG
CCCAT?CAAATCA?????ACAGAT???CTAAAGGAGCTGGTATCAAGCACACA??TAACAGTAGCT
CACAACACCTTGCTTAGCCACACCCCCACGGGATACAGCAGTAATCAAAATTAAGCTATAAA
CGAAAGTTCGACTAAGTCATGCAATTTCT?????????TATAGGGTTGGTAAATCTCGTGCCAGCC
ACCGCGGTCATACGATTAACCCTGATTAATAAACCC???CGGCGTAAAGAGTATTAAAGA??TA
CAATAAAAA?TAAGATTAAATTTCATCTGGGTCGTAAAAAACT?ATAGATAAAAA?TAAAATC
GATAACGAAGGTAATCTTAATATATCAGAATATACTAAAGCTAAGACACAAACTGGGATTAG
ATACCCCACTATGCTTAGTTGTAAACACAGATT?CTTAACAACAAAAATATCCGCCAGAGAA
GTACTAGCAACAGCTTAAAACTCAAAGGACTTGG?CGGTGCTTTAAACCCATCTAGAGGAGC
CTGTTCTATAATCGATAAACCCCGATAAACCTCACCACTTCTCGCTAATTCAGTCTATATACC
GCCATCTTCAGCAAACCCCAACAGGGATTAAAA?GTAAGCACAACGATCA?????TCATAAAA?
CGTTAGGTCAAGGTGTAGCCAAAGAAGTGGAAAGAAATGGGCTACATTTTCTT??TT??TAAG
AACAT?CTA???ACAGTAATCCTTATGAAA??CTAAGGATTTAAGGAGGATTTAGTAGTAAATT?
AAGAATAGAGAGCTTAATTGAATA??AGGCCATAAAG?CAC?GCACACAC?CGCCCGTCACCC
TCCTCAAATATTAACTCAAGCTTATCAAAG???????CTAC?AAGATATAAGAGGAGATAAGTCG
TAACAAGGTAAGCATACTGGAAAGTGTGCTTGGA 

  

&[dna] 

Dasyprocta       
ACCACCCCATATCTGGAAGACACCCCAGAGATGCCCCTGCATGACTTCTACTGCAGTAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAAGCTGTCAGAGGCGGATTTTGAGGTGCT
GAAGACCTTTGTGGTGAGCGTGATGGAGCGGGTGCACATCTCCCAGAAGCGGATCCGGGTGG
GCGTGGTGGAGTACCACGATGGCTCCCATGCT??????TACCTTGAGCTCAAAGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCGCCAGCCAGGTGAAGTATGTGGGCAGCGAGGTGGCCTCCA
CCAGTGAGGTCTTGAAGTACACGCTCTTCCAGATCTTTGGCAAAATCGAGCGCCCTGAAGCC
TCTCGCATTGTGCTACTCCTGACTGCCAGTTCAGAGCCCAAACGGATGACCCGGAATTTGCTC
CGCAGTGTTGAGGGCCTGAAGAAGAAAAAAGTTATCTTGATGCCAGTGGGCATCGGACCGC
ATGTCAACCTTCAGCAGATCCGTCTCATTGAGAAGCAGGCCCCTGAAAACAAGGCCTTCTTG
CTTAGCGGGTTGGATGAGCTGGAGCAGTGGAGGGATGAGATTATCAACTACCTCTGTGACCA
TGCGCCTGAGGCCCCTGCCCCAACTCAGCACACTCAGGTGACACAGGTCACTGTGGGTCCAG
GGCTCTCGGAGATTTTGTCCCCAGGACCTGAGAGAAAGTCCATGGTTCTGGATGTGGTATTTG
TCCTGGAGGGCTCAGACAAAGTTGGAGAAGCCAACTTCAACAGGAGCAAGGAGTTCATGGC
AGAGGTGATCCAGCACATGGATGTGGCCCAGGATGGCATTCATGTTACGGTCCTGCAATACT
CGTACATGGTGACCGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTGCAA
CATGTGCGAGAGATCCAGTTCCGGGGTGGCAACCAGACCAACACTGGGTTGGCCCTGCAGTA
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TGTGTCTGAGCACAGCTTCTCTGCAGGCCAGGGCGATCGGGAGCAGGCGCCGAACCTGGTTT
ACATGGTCACAGGAAATCCCGCCTCTGATGAAATCAAGCGGTTGCCTGGAGATATCCAGGTG
GTGCCCATTGGAGTGGGCCCTGGTGCCAACATGCAGGAGCTGCAGAGAGTCAGCTGGCCC 

 Hydrochoerus     
ACCACCCCATACCTGGAAGACATCTCGGAGCCGCCCCTGCATGACTTGTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAAGCTCTCAGAGGCGGATTTCGAGGTGCT
GAAGACCTTTGTGGTGAGCGTGATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CCGTGGTGGAGTACCACGACGGCTCCCATGCT??????TACATTGAGCTCAAAGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCACCAGCCAGGTGAAGTACGTGGGCAGCCAGCTGGCATCCA
CCAGCGAGGTCTTGAAGTACACACTCTTCCAGATCTTTGGTAAAATCGATCGCCCTGAAGCCT
CCCGCATTGTGCTACTCCTGACCGCCAGTTCAGAGCCCAAACAGATGGCCCGGAATTTGCTC
CGCAGTGTTCAGGGCCTGAAGAAGAAAAAGGTTATCCTCATGCCGGTGGGCATTGGGCCGCA
TGTTAACCTCCAACAGATCCGCCTCATTGAGAAGCAGGCCCCAGAAAACAAGGCCTTCTTGC
TTAGCGGTGTGGATGAGCTGGAGCAGTGGAGGGATGAGATTATCAACTACCTCTGTGACCAT
GCGCCTGAGGCCCCTGCCCCGACTCAGCACACCCAGGTGGCACAGGTCACTGTGGGTCCAGG
ACTCTCGGAGATTTTGTCCCCAGGACCAGAGCAAAAGTCCATGGTTCTGGATGTGGTGTTTGT
CCTGGAGGGCTCAGACAGAGTTGGAGAAGCCAACTTCAACAGGAGCAAGGAGTTCATGGCA
GAGGTGATCCAGCGCATGGACGTGAGCCAGGAGGGCATTCACGTCATGGTCCTGCAATACTC
ATACATGGTGACTGTGGAGTACACCTTCCGTGAAGCCCAGTCCAAGGGGGATGTGCTGAAGC
ACGTGCGAGAGATCCAGTTCCGGGGTGGCAACCAGACCAACACTGGGCTGGCCCTGCAGTTC
GTGTCCGAGCACAGCTTCTCTGTAGGCCAGGGTGACCGGGAGGAGGCGCCAAACCTGGTTTA
CATGGTCACAGGAAATCCTGCCTCTGATGAGATCAAGCGATTGCCTGGAGATATCCAGGTGG
TGCCCATTGGAGTGGGCCCTGGTGCCAATGTGCAGGAGCTGCAGAGGGTCAGCTGGCCC 

 Cuniculus        
ACCACCCCATATCTGGAAGACACCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAAGCTGTCGGAGGAGGACTTTGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTGATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CCGTGGTGGAGTACCACGACGGCTCCCACGCT??????TACCTTGAGCTCAAAGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCGTCAGCCAGGTGAGGTACGTGGGCAGCCAGGAGGCCTCC
ACCAGCGAGGTCTTGAAGTACACGCTCTTCCAGATCTTTGGTAAAATCGAGCGCCCTGAAGC
CTCCCGCATTGTGCTACTCCTGACTGCCAGTTCAGAGCCCAAACAGATGGCCCGGAATTTGGT
CCGCAGTGTTCAGGGCCTGAAGAAGAAAAAGGTTATCCTGATGCCGGTGGGCATTGGGCCRT
ATGCCAACCTCCAGCAGATCCGCCTCATTGAGAAGCAGGCCCCTGAAAACAAGGCCTTCGTG
CTTAGCGGTGTGGATGAGCTGGAGCAGCGGAGGGATGAAATTATTAACTACCTCTGTGAGCA
CGCGCCCGAAGCCCCCGCCCCGACTCAGCGYGCCAAGGCGGCACASGTCACTGTGGGTCCAG
GGCTCTCAGAGATTTCGTCCCCAGGACCTGAGAAAAAGTCCATGGTTCTGGATGTGGTATTT
GTCCTGGAGGGCTCGGACAAATTTGGAGAAGCCAATTTCAACAGGAGCAAGGAGTTCATGG
CAGAGGTGATCCGGCGCATGGATGTGAGCCAGGATGGCATTCATGTCACGGTCCTGCAATAC
TCGTACATGGTGACCGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGGGAGACGTGCTGCA
ACATGTGCGAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCCTGCAGT
ATGTGTCCGAGCACAGCTTCTCTGCGGGTCAGGGCGATCGGGAGCAGGCACCAAACCTGGTT
TATATGGTCACAGGAAATCCTGCCTCTGATGAGATCAAGCGATTGCCTGGAGATATCCAGGT
GGTGCCCATTGGAGTGGGCCCCAATGCCAATGAGCAGGAGCTGCAGAGGGTCAGCTGGCCC 

 Chinchilla       
ACCACTCCATACCTGGAAGACACCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTGTCAGAGGCGGATTTTGAAGTGCT
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GAAGACCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CCGTGGTGGAATACCACGATGGCTCTCATGCT??????TACCTTGAGCTCAAGGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
CCAGTGAGGTCTTGAAGTACACGCTCTTCCAGATCTTTGGCAAAATCGAGCGCCCTGAAGCC
TCCCGCATTGTGCTTCTCCTGACTGCCAGCTCAGAACCCAAACAGATGACCCGGAATTTGGTT
CGCAGTGTCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGC
ATGCCAACCTCCAGCAGATCCGCCTCATTGAGAAGCAAGCCCCCGAAAACAAGGCCTTCGTG
CTCAGCAGTGTGGATGAGCTGGAGCAGCGGAGAGATGAGATTATCAACTACCTGTGTGACCA
TGCGCCCGAGGCACCCGCCCCGACTCAGCACACCCAGGTGGCACAGGTCACCGTGGGCCCAC
GGCTCTCAGAGAATTTGTCCCCAGAGCCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATTT
GTCCTGGAGGGCTCAGACAAAGTTGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGG
CGGAGGTGATCCAGCGCATGGATGTGGGCCAGGATGGCATCCACGTCACGGTCCTGCAGTAC
TCGTACATGGTGACCGTGGAGTACACATTCCGCGAGGCCCAGTCCAAGGGAGACGTGCTGCA
GCACGTGCGAGAGATCCAGTTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCCTGCAG
TATGTGTCTGAGCACAGCTTCTCTGTCAGCCAGGGCGACCGGGAGCAGGCGCCAAACCTGGT
CTACATGGTCACAGGAAATCCTGCCTCTGATGAGATCAAGCGGTTGCCTGGAGACATCCAGG
TGGTGCCCATCGGAGTGGGCCCTGGTGCCAACGTGCAGGAGCTGCAGAGGGTCAGCTGGCCC 

 Erethizon        
ACCACCCCATACCTGGAAGACATCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
ACTGGATCTGGTGTTCTTGCTGGATGGCTCCTCCAGGCTGTCGGAGGCGGATTTCGAGGTGGT
GAAGACCTTCGTGGTGAGCGTGATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CCGTGGTGGAGTACCACGACGGCTCCCATGCT??????TACCTTGAGCTCAAAGCCCGGAAGCG
GCCCTCGGAGCTGCGGCGCATCGCCAGCCAGGTGAAGTATGTGGGCAGCCAGGTGGCCTCCA
CCAGTGAGGTCTTGAAGTACACGCTCTTCCAAATCTTTAGCAAAATCGAGCGCCCTGAAGCC
TCCCGCATTGTGCTGCTCCTGACTGCCAGCTCAGAGCCCAAACAGATGGGCCGGAATTTGGT
CCGCAGTGTCCAGGGCCTGAAGAAGAAAAAGGTTATCCTGATGCCGGTGGGCATTGGGCCAC
ATGCCAACCTCCAGCAGATCCGCTTCATTGAGAAGCAGGCCCCTGAAAACAAGGCCTTCGTG
CTCAGCGGTGTGGATGAGCTGGAGCAGCGGAGGGACGAGATTATAAACTACCTCTGTGACCA
TGCGCTCGAGGTCCCCGCCCCGACTCAGCGCACCAAGGTGGCACAGGTCACTGTGCGTCCAG
GGCTCTCAGAGATTTTGTCCCCAGAACCCAAGAGAATGTCCATGGTTCTGGATGTGGTGTTCG
TCCTGGAGGGCTCAGACAAAGTTGGAGAGGCCAACTTCAACAGGAGCAAGGAATTCATGGC
AGAGGTGATCCAGCGCATGGATGTGGGCCAGGAAGGCATTCACGTCACGGTCCTGCAGTACT
CATACATGGTGACTGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTGCAG
YATGTGCAAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCCTGCAGT
ACGTGTCCGAGCACAGCTTCTCTGCCAGCCAGGGCAACCGGGAGCAGGCGCCAAACCTGGTT
TACATGGTTACAGGAAATCCTGCCTCTGATGAGATCAAGCGGTTGCCTGGAGATATACAGGT
GGTGCCCATTGGAGTGGGCCCTGGTGCCAATGTTCAGGAGCTTCAGAGGGTCAGCTGGCCC 

 A_bennettii
 ACCACCCCATACCTTGAAGACACCCCGGAGCTGCCCCTGCACGACTTCTACTGCAGCA
AGCTGCTGGATCTGGTCTTCCTGCTGGACGGCTCCTCCAGGCTCTCAGAGGCGGATTTTGAGG
TGCTGAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCAGG
GTGGCCGTGGTGGAGTACCACGATGGCTCCCATGCT??????TACCTCGAGCTCAAGGCCCGGA
AGCGTCCCTCGGAGCTACGGCGCATCGCCAGCCAGGTCAAGTACGTGGGTAGCCAGGTGGCC
TCTACCAGCGAGGTCTTGAAGTACACACTCTTTCAGATCTTCGGCAAAATCGAGCGCCCTGA
AGCCTCCCGCATTGTGCTGCTCCTAACTGCCAGCTCAGAGCCCAAGCATATGACCCGGAATTT
GGTCCGCAGTGTCCAGGGCCTAAAGAAGAAAAAGGTCATCCTGATGCCAGTGGCCATCGGG
CCACACGTCAACCTCCAGCAGATCCGTCTCATTGAGAAGCAGGCCCCCGAAAACAAGGCCTT
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TATGCTCAGCGGTGTGGATGAGCTGGAGCAGCGGAGGGATGAGATCATCAACTACCTCTGCG
ACCATGCGCCCGAGGCCCCCGCCCCGACGCAGCACCCCCAGGTGGCACAGGTCACTGTGGGG
CCAAGGCTTTCAGAGATTTTGTCCCCAGAACCCAAGAGGAAGTCCATGGTTCTGGATGTAGT
ATTTGTCCTGGAGGGCTCTGATAAAGTTGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCA
TGGTGGAGGTGATTCAGCGCATGGATGTGGGCCAGGACGGTGTCCATGTCACGGTGCTGCAG
TACTCATACATGGTGGCCGTGGAGTACACTTTCCGTGAGGCCCAGTCCAAGGGGGACGTGCT
GCAGCATGTGCGAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCCTG
CAGTACTTGTCCGAGCACAGCTTCTCTGCCAGCCAAGGCGACCGGGAGCAGGCACCAAACCT
GGTCTACATGGTCACAGGAAATCCTGCCTCTGATGAGATCAAACGGTTGCCTGGAGACATCC
AGGTGGTGCCCATTGGCGTAGGTCCTGGTGCCAACATGCAGGAGCTGCAGAGGGTCAGCTGG
CCC 

 Octodontomys     
ACCACACCATACCTAGAAGACACCCCAGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCAGAGGCAGATTTTGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGTTGCACATCTCCCAGAAGCGGATCCGGGTGG
CCGTGGTAGAGTACCACGATGGCTCCCATGCC??????TACCTTGAGCTCAAGGCCCGGAAGCG
GCCCTCRGAGCTGCGGCGCATCACCAGCCAGGTGAAGTATGTGGGCAGCCAGGTGGCCTCCA
TCAGTGAGGTCTTGAAGTACACGCTCTTCCAGATCTTTGGCAAAATTGAGCGCCCTGAAGCCT
CCCGCATTGTGCTGCTCCTGACTGCCAGCTCAGAGCCCAAGCACATGACCCGGAATTTGGTC
CGCAGTGTCCAGGGCTTG????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????????????????????????????????????? 

 Ctenomys         
ACCACCCCATACCTGGAAGACACCCCAGAGCTGCCCCTGCATGACTTCTACTGTAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCCGATTTCAAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGAGTGG
CTGTGGTGGAGTACCATGTTGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGAAAGCG
GCCCTCAGAGCTGCGGCACATTGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
CCACTGAGGTCCTGAAGTACACGCTGTACCAGATCTTCAGCAAAATCGAGCGTCCCGAGGCC
TCCCGCATTGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGGGCCGGCATTTTAA
ACGCATGATCCAGGGCCTGAGGAACAAAAAGGTCATCCTGATGCCAGTGGGCATTGGGCCG
CATGTCAATCTCGAGCAGATTCGATTAATTGAGAAGGAGGCCCGCGAAAACAAGGCCTTTCA
GCTCAGCGGTGTGGATGAGTTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGTGACC
ATGCGCCCGAGGCCCCCGCCCCGGCGAAGCGCCCTCTGGTGGCACAGGTCACTGTGGGGCCA
AGGCTGTCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGGCTATGGTTCTGGATGTGGTGTT
TGTCCTGGAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATG
GCGGAGGTGATCCAGCGCATGGACGTGGGCCAGGATGGCGTCCATGTCATGGTGCTGCAGTA
CTCATACATGGTGGCCGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTAC
AGCATGTGCGAGACATACAATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCTTACA
GTACTTGTCTGAGCACAGCTTCTCCACCAGCCAGGGCGACCGGGAGCAGGTGCCAAACCTGG
TTTACATGGTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATTGAG
GTGGTGCCCATTGGAGTGGGCCCTGATGCCAACCTGCAGGAACTGCAGAGGGTC????????? 



49 

 

 Clyomys          
?????????????????????GTCTCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCTGCTGGATC
TGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCAGAGGCGGATTTCGAGGTGCTGAAGGCCT
TTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGGCGTTGGTG
GAGTACCATGACGGCTCCCATGCC??????TACCTTGAGCTCAAGGCCCGGAAGCGGCCTTCGG
AGCTGCGGCGCATCGCCAGCCTGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCRTCAGCGAG
GTCTTGAAGTACACGCTGTTCCAGATCTTCAGCAAAATCGAGCGCCCTGAGGCCTCCCGCAT
CGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGACCCGGAATTTGGTCCGYATCG
TCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGCATGTCAA
CCGCCAGCAGATCCGTCTCATTGAGAAGGAGGCCCCCGAAAACAAGGCCTTCATGGCCAGCG
GTGTGGACGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGCGACCATGCGCCT
GAGGCCCCCGCCCCAACGCAGAACCCGCCGGCGGCACAGGTCACTGTGGGGCCAAGGCTCT
CAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATTCGTCCTG
GAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGCGGAGG
TGATCCAGCGCATGGATGTGGGCCAGGACGGCGTCCACGTCATGGTGCTGCAATACTCRTAC
ATGGTGGCCGTGGAGTACACGTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTACAGCATGT
GCGAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACTGGGCTGGCCCTGCAGTACTTGT
CTGAGCACAGCTTCTCTGCCAGCCTGGGTGACCGGGAGCAGGCACCAAACCTGGTCTACATG
GTCACAGGAAATCCTGCCTCTGATGAGATTAGGCGGTTGCCTGGAGACATTGAGGTGGTGCC
CATTGGAGTGGGCCCTGGTGCCAACAAGCAGGAACTGCAGAGGGTCAGTTGGC?? 

 Euryzygomatomys  
ACCACCCCATACCTGGAAGACGTCTCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCAGAGGCGGATTTCGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CGTTGGTGGAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCG
GCCTTCGGAGCTGCGGCGCATCGCCAGCCTGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCG
TCAGCGAGGTCTTGAAGTACACGCTGTTCCAGATCTTCAGCAAAATCGAGCGCCCCGAGGCC
TCCCGCATCGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGCTGACCCGGAATTTGGTC
CGCATCGTCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGC
ATGTCAACCGCCAGCAGATCCGTCTCATTGAGAAGGAGGCCCCCGAAAACAAGGCCTTCATG
GTCAGCGGCGTGGACGAGCTGGAGCAGCGAAGGGACGAGATCATCAACTACCTCTGTGACC
ATGCGCCTGAGGTCCCCGCCCCAACGCAGCACCCGCCGGCAGCACAGGTCACTGTGGGGCCA
AGGCTCTCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATT
CGTCCTGGAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATG
GCGGAGGTGATCCAGCGCATGGATGTCGGCCAGGACGGCGTCCACGTCACGGTGCTGCAATA
CTCGTACATGGTGGCCGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTAC
AGCATGTGCGAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACTGGGCTGGCCCTGCA
GTACTTGTCTGAGCACAGCTTTTCTGCCAGCCTGGGTGACCGGGAGCAGGCACCAAACCTGG
TCTACATGGTCACAGGAAATCCTGCCTCTGATGAGATTAGGCGGTTGCCTGGAGACATTGAG
GTGGTGCCCATTGGAGTGGGCCCTGGTGCCAACATGCAGGAACTGCAGAGGGTCAGTTGGCC
C 

 Echimys          
ACCACCCCATACCTGGAAGATGCCCCGGAGCTGCCCCTGCATGACCTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGACGGCTCCTCCAGGCTCTCGGAGGCCGATTTCGAGGTGCT
GAAGGCCTTCGTGGTGAGCGTCATGGAGCGCCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CGGTGGTCGAGTACCACGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCG
GCCCTCGGAGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
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TCAGCGAGGTCCTCAAGTACACGCTGTTCCAGATCTTCAGCAAAATTGAGCGCCCCGAGGCC
TCCCGCATCGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAGGCGGATGGCCCAGAATTTGCTC
CGCAGTGTCCAGGGCCTGAAAAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGC
ATGTCAACCGCCAGCAGATCCGACTCATTGAGAAGCAGGCCCCGGAAAACAAGGCCTTCATG
CTCAGCGGTGTGAATGAGCTGGAGGAGAGGAGGGACGAGATCGTCAACTACCTCTGTGACC
ATGCGCCTGAGGCCCCTGCCCCGACGCAGCACCCCCCGGTGGCACAGGTCACTGTGGGGCCA
AGGCTCTCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGCATT
TGTCCTGGAGGGCTCTGACAAAGTGGGAGAAGCCAACTTCAACAGGAGCAAGGAGTTCGTG
GCAGAGGTGATCCAGCGCATGGCCGTGGGCCAGGACGGCGTCCACGTCACGGTGCTGCAGT
ACTCGTACATGGTGGCCGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGCGGGATGTGCTG
CAGCATGTGCGAGAGATCCAATTCCGGGGTGGCAACCAGACGAACACCGGGCTGGCCTTGC
AGTACTTGTCTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTG
GTTTACATGGTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATCGA
GGTGGTGCCCATTGGAGTGGGCCCTGATGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGC
CC 

 Isothrix         
?????????????????????GCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCTGCTGGATC
TGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCAGAGGCGGATTTTGAGGTGCTGAAGGCCT
TTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGGCCCTGGTC
GAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGAAAGCGGCCCTCAG
AGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCATCAGCGA
GGTCCTGAAGTACACGCTGTTCCAGATCTTCAGCAAAATCGAGCGCCCCGAGGCCTCCCGCA
TCGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGAAGATGACCCGGAATTTGGTCCGCAGC
GTCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGCACGCCA
ACCTCCAGCAGATCCGACTCATTGAGAAGCAGGCCCCCGAAAACAAGGCCTTCATACTCAGC
GGTGTGGATGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGTGACCATGCGCC
CGAGGCCCCCGCCCCAACGCAGCACCCGCTGGTGGCGCAGGTCACTGTGGGGCCTAGGCTCT
CAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGCATTCGTCCTG
GAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGCGGAGG
TGATCCAGCGCATGGACGTGGGCCAGGACRGCGTCCACGTCACGGTGCTGCAGTACTCGTAC
ATGGTGGCTGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTACAGCATGT
GCGAGAGATCCGATTCCGGGGTGGCAACCAGACAAACACCGGGCTGGCCTTGCAGTACTTGT
CTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTGGTTTACATG
GTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATCGAGGTGGTGCC
CATTGGAGTGGGACCTGATGCCAACATGCAGGAACTGCACAGGGTCAGCTGG??? 

 Hoplomys         
?????????????????????????????????????????????TTCTACTGCACCAAGCTGCTGGATCTGGTCTTCC
TGCTGGATGGCTCCTCCGGGCTCTCGGAGGCGAATTTCAAGGTGCTAAAGGCCTTTGTGGTG
AGCGTCATGGAGCGGCTGCACATCTCCAAGAAGCGGATCCGAGTGGCTGTGGTGGAGTACCA
TGTTGGCTCCCATGCCCTACCCTACCTCGAGCTCAAGGCCCGAAAGCGGCCCTCAGAGCTGC
GGCGCATTGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCACCAGTGAGGTCCTG
AAGTACACGCTGTTCCAGATCTTCAGCAAAATCGAGCGTCCTGAGGCCTCCCGCATTGTGCT
GCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGGCCCGGAATTTGGACCGTATCGTCAACG
GCCTGAAGAAGAAAAAGGTCATCTTGATGCCAGTGGGCATCGGGCCGCATGCCAACCTCCAG
CAGATCCAATTCATTGAGAAGCAGGCCCCCGAAAACAAGGCCTTCATGCTCAGCGGTGTGGA
TGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACTTCTGTGACCATGCGCCCGAGGCCC
CCGCCCCGGCGCAGCACCCTCCGGTGGCACAGGTCACTGTGGGGCCAAGGCTCTCAGAGAGT
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TTGTCCCCAGAACCCAAGAGAAAGTCTATGGTTCTGGATGTGGTGTTTGTCCTGGAGGGCTC
GGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGCGGAGGTGATCCAG
CGCATGGATGTGGGCCAGGACGGCGTCCACGTCATGGTGCTGCAGTACTCGTACATGGTGGC
CGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTACAGCATGTGCGAGACA
TCCGATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCTTACAGTACCTGTCTGAGCAC
AGCTTCTCCGCCAGCCAGGGCGACCGGGAGCAGGTGCCAAACTTAGTTTACATGGTCACAGG
AAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACACTGAGGTGGTGCCCATTGGAG
TGGGCCCTGATGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGCCT 

 Kannabateomys    
???????????????????ACGCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCTGCTGGAT
CTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCGGATTTCGAGGTGCTGAAGGCC
TTTGTGGTGAGCGTCATGGAGCGGCTGTACATCTCCCAGAAGCGGATCCGGGTGGCCGTGGT
CGAGTACCATGACGGCTCCCGTGCC??????TACCTCGAGCTCAAGGCCCGGAAGCGGCCCTCA
GAGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCATCAGCG
AGGTCTTGAAGTACACGCTGTTCCAGATCTTCAACAAAATCGAGCGCCCCGAGGCCTCCCGC
ATCGTGCTGCTCCTGACTGCCAGCTCAGAGCCCAAGCAGATGGTCCAGAATTTGGTCCGCAG
CGTCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATTGGGCCACATGCC
AACCTCCAGCAGATCCGACTCATTGAGAAGCAGGCCCCCGAAAACAAGGCCTTCATGCTCAG
TGGTG?GGATGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGTGACCATGCGC
CCGAGGCCCCYGYCCCAACGCAGGACCCCCCGGTGGCACAGGTCACTGTGGGGCCAAGACT
CCCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCCTGGTTCTGGATGTGGTGTTCGTCC
TGGAGGGCTCTGACAAGGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGYGRA
CGTGATCCAGCGCATGGACGTGCGCCAGGACGGCGTCCACATCACGGTGCTGCAGTACTCGT
ACATGGTGGCCGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGAGATGTGCTACAGCAT
GTGCGAGAGATCCAGTTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCTTGCAGTACTT
GTCTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAAC???????????????
????????????????????????????????????????????????????????????????????????????????????????????????
?????????????????? 

 Dactylomys       
???ACCCCATACCTGGAAGACGCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCTG
CTGGATCTGGTCTTCCTGCTGGACGGCTCCTCCAGGCTCTCGGAGGCGGATTTCGAGGTGCTG
AAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGGC
CGTGGTCGAGTACCACGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCGG
CCCTCAGAGCTGCGGCGCATCGCCAGCCAGGTCAAGTACGTGGGCAGCCAGGTGGCCTCCAT
CAGCGAGGTCCTGAAGTACACGCTGTTCCAGATCTTCAACAAAATCGAGCGCCCCGAGGCCT
CCCGCATCGTGCTGCTCCTGACTGCCAGCTCAGAGCCCAAGAAGATGGCCCGGAATTTGTTC
CGCAACATCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGC
ATGCCAACCTCCAGCAGATCCGACTCATTGAGAAGCAGGCCCCCGAAAACAAGGCCTTCATG
CTCAGTGGTGTGGACGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGTGACCA
CGCGCCCGAGGCCCCCGCCCCGACGCAGCACCCCCCGGTGGCACAGGTCACTGTGGGGCCAA
CGCTCCCAGAAAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATTC
GTCCTGGAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGG
CGGAGGTGATCCAG??????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????????????????????????????????????????????????? 
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 Makalata         
ACCACCCCGTCCCTGGAAGACGCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGTTGGATGGCTCCTCCAGGCTCTCGGAGGCTGATTTCGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CTGTGGTCGAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATTGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
TCAGTGAGGTCCTGAAGTACACGCTGTTCCAGATCTTCAGCAAAATCGAGCGCCCTGAGGCC
TCCCGCATTGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGAGGGCCCCGAATTTGTTC
CGCAGCATCCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGC
ATGTCAACCTCCAGCAGATCCAGAAAATGGAGAAGCAGGCCCCGGAAAACAAGGCCTTCAT
GCTCAGCAGTGTGAATGAACTGGAGCAGAGGAGGGACGAGATTGTCAACTACCTCTGTGACC
ATGCGCCTGAGGCCCCTGCCCCGACGCAGCACCCCCCGGTGGCACAGGTCACTGTGGGGCCA
AGGCTCTCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATT
CGTCCTGGAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATG
GCAGAGGTGATCCAGCGCATGGACGTGGGCCAGGATGGCGTCCACATCACGGTGCTGCAGT
ACTCGTACATGGTGGCTGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTA
CAGCATGTGCGAGAGATCAAGTTCCGGGGTGGCAACCAGACGAACACCGGGCTGGCCTTGC
AGTACTTGTCTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCCAACTTG
GTTTACATGGTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATCGA
GGTGGTGCCCATCGGAGTGGGCCCTCATGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGC
CC 

 Mesomys          
ACCACCCCATACCTGGAAGACGCCCCGGAGCTGCCCCTGCATGACTCCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCGGATTTCGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTG?ACATCTCCCAGAAGCGGATCCGGG?GG
CCGTGGTTGAGTACCATGACGGCTCCCACGCC??????TACCTCGAGCTCAATGCCCGGAAGCG
GCCCTCCGAGCTGCG?CGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
TCAGCGAGGTGCTGAAGTACACGCTCTTCCAGATCTTCAGCAAAATCGAGCGCCCAGAGGCC
TCCCGCATCGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGGCCCGGAACTTGGT
CCGCCTCGTCCAGGGCCTGAAAAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGC
ATGTCAAC?TGCAGCAGATCCGACTCATTGAGAAGCAGGCCCTCGAAAACAAGGCCTTCATG
CTCAGCGGTGTGGATGAGCTGGAGCAGCGCAGGGACGAGATCCTCAACTACCTCTGCGACCA
TGCGCCCGAGGCCCCCGCCCCGACGCAGCGCCCCCTGGTGGCACAGATCACTGTGGGGCCAA
CGCTCTCAGAGAGTTTGTCCCCAGAACCCAAGAGGAAGTCCATGGTTCTGGATGTGGTGTTC
GTCCTGGAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGG
CAGAGGTGATCCAGCGCATGGACGTGGGCCAGGACGG?GTCCACGTCACGGTGCTGCAGTAC
TCGTACATGGTGGCCGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTGCA
GCATGTGCGAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCTTGCAGT
ACTTGTCTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTGGTT
TACATGGTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATCGAGGT
GGTGCCCATTGGAGTGGGCCCTGGTGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGCGC 

 Olallamys        
ACCACCCCATACCTGGAAGACGCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGACGGCTCCTCCAGGCTCTCGGAGGCGGATTTCGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CCGTGGTCGAGTACCATGACGGCTCCCACGCC??????TACCTTGAGCTCAAGGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCGCTAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
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TCAGCGAGGTCCTGAAGTACACGCTGTTCCAGATCTTCAACAAAATYGAGCGCCCCGAGGCC
TCCCGCATCGTGCTGCTCCTGACTGCCAGCTCAGAGCCCAAGCAGATGGCCCGGAATTTGGT
CCGCAGCGTTCAGGGCCTGAAGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCG
CATGCCAACCTCCAGCAGATCCGGCTCATTGAGAAGCRGGCCCCCGAAAACAAGGCCTTCAT
GCTCAGTGGTGTGGATGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGTGACC
ATGCGCCCGAGGCCCCCGCCCCGACGCAGCACCCCCTGGTGGCACAGGTCACTGTGGGGCCA
AAACTTCCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATT
CGTCCTGGAGGGCTCTGACAAAGTGGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATG
GCGGAGGTGATCCAGCGCATGGACGTA??????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
??? 

 Phyllomys        
ACCACCCCATACCTGGAAGATGCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCCGATTTYGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CTGTGGTCGAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCG
TCAATGAGGTCCTCAAGTACACGCTGTTCCAGATCTTCAGCAAAATTGAGCGCCCCGAGGCC
TCCCGCATCGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGCCCCGGAATTTGGC
CCGCATTGTCCAGGGCCTGAAGAAGAAAAAGGTCATTGTGATGCCAGTGGGCATCGGGCCGC
ATGTCAACCTCCAGCAGATCCAATTTATTGAGAAGCAGGGCCGCGAAAACAAGGCCTTCATG
CTCAGTGGTGTGAATGAGCTGGAGCAGAGGAGGGACGAGATCATCAACTACCTCTGTGACCA
TGCGCCTGAGGCCCCTGCCCCGACACAGCACCCCCCGGTGGCACAGGTCACTGTGGGACCAA
GGCTCTCAGAGAATTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATTT
GTCCTGGAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACARGAGCAAGGAGTTCATGG
CAGAGGTGATCCAGCGCATGGATGTGGGCCAGGATGGCGTCCACGTCACGGTGCTGCAGTAC
TCGTACATGGTGGCTGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTACA
GCATGTGCGAGAGATCCAGTTCCRGGGTGGCAACCAGACGAACACCGGACTGGCCTTGCAGT
ACTTGTCTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTGGTT
TACATGGTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATCGAGGT
GGTGCCCATTGGAGTGGGCCCTTATGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGCCC 

 Proechimys       
??????????????????????MCCCAGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCTGCTGGATC
TGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCCGATTTCAAGGTGCTGAAGGCCT
TTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGAGTGGCTGTGGTG
GAGTACCATGTTGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGAAAGCGGCCCTCAG
AGCTGCGGCACATTGCYAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCACCACTGA
GGTCCTGAAGTAYACGCTGTACCAGATCTTCAGCAAAATCGAGCGTCCCGAGGCCTCCCGCA
TTGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGGCCCGGCATTTTAAACGCATG
GTCCAGGACCTGAGGAAAAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCGCATGTCA
ACCTCGAGCAGATCCGATTAATTGAGAAGAATGCCCCCGAAAACAAGGCCTTCATGCTCAGC
GGTGTGGATGAGCTGGAGCA?CGGAGGGACGAGATCATCAACTACCTCTGTGACCATGCGCC
CGAGGCCCCCGCCCCAGCGCAGCACCCTCTGGTGGCACAGGTCACTGTGGGGCCAAGGCTCT
CAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCTATGGTTCTGGATGTGGTGTTTGTCCTG
GAGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGCGGAGG
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TGATCCAGCGCATGGATGTGGGACAGGACGGTGTCCATGTCATGGTGCTGCAGTACTCATAC
ATGGTGGCCGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTACAGCATGT
GCGAGACATCCAATTCCGGGGTGGCAACCAGACCAACACCGGGCTGGCCTTACAGTACTTGT
CTGAGCACAGCTTCTCCACCAGCCAGGGCGACCGGGAGCAGGTGCCAAACTTGGTTTACATG
GTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATTGAGGTGGTRCC
CATTGGAGTGGGGCCTGATGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGCC? 

 Thrichomys       
?????????????????????GCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCTGCTGGATC
TGGTCTTCCTGCTGGATGGGTCCTCCAGGCTCTCGGAGGCGGATTTCGAGGTGCTGAAGGCCT
TTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGTGGATCCGGGTGGCTGTGGTG
GAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCGGCCCTCAG
AGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCCGGTGGCCTCCATCAGCGA
GGTCCTGAAGTACACGGCGTTCCAGATCTTCAGCAAAATAGAGCGTCCTGAGGCCTCCCGCA
TTGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGACCCGGAATTTGGCCCGCAGC
CTCCAGATCCTGAAGAAGAAAAAGATCATCCTGATGCCAGTGGGCATCGGGCCGCATGTCAA
CCTCCAGCAGATCAAATTAATTGAGGACCAGGTCCCCGAAAACAAGGCCTTCATGCTCAGCA
GTGTGGATGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTTTGTGACCTTGCACCT
GAGGCCCCTGGCCCGACCCAGCGCCCTCCGGTGGCACAGGTCACTGTGGGGCCAAGGCTCTC
AGAGAGTTTGTCCTCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTGTTTGTCCTGG
AGGGCTCTGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGCGGAGGT
GATCAAGCGCATGGACGTGGGCCAGGATGGCATCCACATCACGGTGCTGCAGTACTCGTACG
TGGTGGCTGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTGCAGCATGTG
CAAGAGATCCAGTTCCGGGGGGGCAACCAGACCAACACCGGGCTGGCCTTGCAGTACTTGTC
TGAGCACAGCTTCTCCGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTGGTTTACATGG
TCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGCGACATCGAGGTGGTGCCC
ATTGGAGTGGGCCCTGATGCCAACATGCAGGAACTGCAGAGGGTCAGCTGGC?? 

 Trinomys         
???????????????????ACGTCCCAGAGCYGCCCCTGCATGACTTCTACTGCAGCAAGCTGCTGGAT
CTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCGGATTTCGAGGTGCTGAAGGCC
TTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGGCCTTGGT
GGAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGGAAGCGGCCCTCG
GAGCTGCGGCGCATCGCCAGTCAGGTGAAGTACGTGGGCAGCCAGGGGGCCTCCGTCAGCG
AGGTCTTGAAGTACACGCTGTACCAGATCTTCGGCAGAATCGAGCGCCCCGACGCCTCCCGC
ATTGTGCTGCTCCTGACTGCTAGCTCAGAGCCCATGGAGAAGGCCCAGAATTTGTTCCGCAA
CGTCCGGAACCTGGCGAAGAAAAAGGTCATCCTGATGCCAGTGGGCATCGGGCCTCATGTCA
ACTTCCGGCAGATCCGTTTCATTGAGAACCTGGCCCCTGAAAATAAGGCCTTCATGCTCAGC
AGTGTGGATGAGCTGGAGCAGCGGAGGGACGAGATTATCAACTACCTCTGTGACCATGCTCC
CGAGGACCCCGCCCCAAGGCAGCGCCCCCTGGTGGCACAGGTCACAGTACGGCCAACGCTCT
CAGAGAGCTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATTCGTCCTA
GAGGGCTCCGACAAAGTAGGAGAGGCCAACTTCAACAGGAGCAAGGAGTTCATGGCGGAGG
TGATCCAGCGCATGGACGTGGGCCAGGACGGCGTCCACGTCACGGTGCTGCAGTACTCCTAC
ATGGTGGCCGTGGAGTACACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTGCTACAGCATGT
GCGAGGGATCCAATTCCGGGGTGGCAACCAGACCAACACTGGGCTGGCCCTGCAGTACTTGT
CTGAGCACAGCTTCTCTACCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTGGTCTACATG
GTCACAGGAAATCCTGCTTCTGATGAGATTAGACGGTTGCCTGGAGACATCGAGGTGGTGCC
CATTGGAGTGGGCCCTGGTGCCAACATGCAGGAACTGCAGAAGGTCAGCTGGC?? 
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 Toromys          
ACCACCCCATACCTGGAAGACGCCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAGGCTCTCGGAGGCCGATTTCGAGGTGCT
GAAGGCCTTTGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CTGTGGTTGAGTACCATGACGGCTCCCATGCC??????TACCTTGAGCTCAAGGCCCGGAAGCG
GCCCTCAGAGCTGCGGCGCATCGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCCA
TCAGCGAGGTCCTGAAGTACACGCTGTTCCAGATCTTCAGCAAAATTGAGCGCCCCGAGGCC
TCCCGCATTGTGCTGCTCCTGACTGCTAGCTCAGAGCCCAAGCAGATGGCCCGGAATTTGGC
CAACATCATCCGGGGCCTGAAGAAGAAAAAGATCATCCTGATGCCAGTGGGCATCGGGCCG
CATGTCAACCTCCAGCAGATCCAACTCATTGAGAAGCAGGCCCCTGAAAACAAGGCCTTCAT
GCTCAGTGGTGTGAATGAGCTGGAGCAGCGGAGGGATGAGATCATCAACTACCTCTGTGACC
ATGCGCCTGAGGCCCCCGCCCCGACGCAGCACCCCCCGGTGGCACAGGTCACTGTGGGACCA
AGGCTCTCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGTATT
CGTCCTGGAGGGCTCTGACAAAGTAGGAGAGG??????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
????????????????????????????????????????????????????????????????????????????????????????????????
??????????????????????????????????????????????????????????????????? 

 Myocastor        
ACCACCCCATACCTGGAAGACACCCCGGAGCTGCCCCTGCATGACTTCTACTGCAGCAAGCT
GCTGGATCTGGTCTTCCTGCTGGATGGCTCCTCCAAGCTCTCGGAGGCGGATTTTGAGGTGTT
GAAGGCCTTCGTGGTGAGCGTCATGGAGCGGCTGCACATCTCCCAGAAGCGGATCCGGGTGG
CTGTGGTGGAGTACCATGACGGCTCCCATGCC??????TACCTCGAGCTCAAGGCCCGAAAGCG
GCCCTCGGAGCTGCGGCGCATAGCCAGCCAGGTGAAGTACGTGGGCAGCCAGGTGGCCTCC
ATCAGTGAGGTCCTGAAGTACACGCTGTTCCAGATCTTCAGCAAAATCGAGCGTCCCGAGGC
CTCCCGCATCGTGCTGCTCCTGACCGCTAGCTCGGAGCCCAAGCAGATGGCCCGGAATTTGG
TCCGCAGTGTCCAGGGCCTGAAGAAGAAAAAGGTCATTCTGATGCCAGTGGGCATCGGGCCG
CATGTCAACCTCCAGCAGATCCGACTCATTGAGAAGCAGGCCCCTGAAAACAAGGCCTTCAT
GCTCAGCGGGGTGGATGAGCTGGAGCAGCGGAGGGACGAGATCATCAACTACCTCTGCGAC
CATGCGCCCGAGGCCCCCACCCCGACGCAGCACCCTCCGGTGGCACAAGTCACTGTGGGCCC
AAGGCTCTCAGAGAGTTTGTCCCCAGAACCCAAGAGAAAGTCCATGGTTCTGGATGTGGCGT
TCGTCCTGGAGGGCTCCGACAAAGTAGGAGAGGCTAACTTCAATAGGAGCAAGGAGTTCAT
GGCAGAGGTGATCCAGCGCATGGACGTGGGCCAGGACGGTGTCCATGTCACGGTGCTTCAGT
ACTCGTACATGGTGGCGGTGGAGTATACCTTCCGTGAGGCCCAGTCCAAGGGGGATGTACTA
CAGCACGTGCGAGAGATCCAATTCCGGGGTGGCAACCAGACCAACACTGGGCTGGCCTTGCA
GTACTTGTCTGAGCACAGCTTCTCTGCCAGCCAGGGTGACCGGGAGCAGGCGCCAAACCTGG
TTTACAYGGTCACAGGAAATCCTGCCTCTGATGAGATTAGACGGTTGCCTGGAGACATCGAG
GTGGTGCCCATTGGAGTGGGCCCTGATGCCAGCATGCAGGAACTGCAGAGGGTCAGCTGGCC
C 

; 

cc+ 49 51; 

proc /; 

comments 0 

; 
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TABLE S1. GenBank accession numbers. References are indicated in brackets and are listed at the end. 

 

Family / Species 12S rRNA GHR vWF RAG1  
Caviidae 
 Cavia aperea   AF433908 (14) AF433930 (14)     
Dasyproctidae 
 Dasyprocta leporina AY093660 (1) FJ855207 (15) U31607 (13)   
Hydrochoeridae 
 Hydrochoerus U12454 (19)   AJ251137 (7) 
Cuniculidae 
 Cuniculus paca AF520693 (5)   AJ251136 (7) 
Chinchillidae 
 Chinchilla lanigera  AF520696 (5) AF520660 (5) AJ238385 (6)    
Erethizontidae 
 Erethizon dorsatum AF520694 (5) AF520658 (5) AJ251135 (7) AY011887 (11)   
Abrocomidae 
 Abrocoma bennettii   FJ855213 (15) JN415073 (10) JN414949 (10)  
Octodontinae 
 Aconaemys sagei AF520672 (5) AF520645 (5)      
 Octodon degus AM407930 (17) AF520647 (5)       
 Octodontomys gliroides AF520685 (5) AF520649 (5) JF938711 (18) KF590663 (16)   
 Octomys mimax AF520687 (5) AF520665 (5)   AF520665 (5)  
 Pipanacoctomys aureus AY249753 (4) AY249752 (4)      
 Spalacopus cyanus AF520689 (5) AF520653 (5)       
 Tympanoctomys barrerae AF520692 (5) AF520655 (5)       
Ctenomyinae 
 Ctenomys boliviensis U12446 (19) FN855214(15) JN415078 (10) JN414961 (10)  
Echimyidae 
 Clyomys laticeps AF422851 (8) JX515326 (2) AJ849306 (3)    
 Euryzygomatomys spinosus AF422854 (8) JX515327 (2) JF297706 (9)    
 Echimys chrysurus AF422877 (8) FJ855215 (20) AJ251141 (7) EU313303 (12)  
 Isothrix bistriata AF422873 (8) FJ855216 (15) AJ849308 (3) EU313311 (12)  
 Hoplomys AF520668 (5)   JN415080 (10) JN414965 (10) 
 Kannabateomys amblyonyx AF422850 (8)   AJ849310 (3)    
 Dactylomys dactylinus AF422874 (8)   KF590667 (16) EU313300 (12)   
 Lonchothrix emiliae  AF422857 (8)        
 Makalata didelphoides AF422878 (8)   JF297707 (9) EU313314 (12)   
 Mesomys hispidus AF422860 (8)   AJ849305 (3) EU313322 (12)   
 Olallamys    KF590673 (16) 
 Phyllomys blainvillii AF422876 (8) JX515331 (2) JF297735 (9) JX515323 (2)  
   Proechimys simonsi AF422864 (8) JX515324 (2) AJ849320 (3) EU313333 (12)  
 Thrichomys apereoides AF422855 (8) JX515325 (2) AJ849315 (3) EU313334 (12)  
 Toromys grandis  KF590694(16) KF590676 (16) EU313336 (12) 
 Trinomys yonenagae AF422865 (8)   AJ849318 (3)     
 Myocastor coypus AF520669 (5) AF520662 (5) AJ251140 (7) AY011892 (11)  
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FIGURE S1. Six most parsimonious trees, 198 steps long (CI = 0.571; RI = 0.854). 
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Protadelphomys

Chasicomys

Chasichimys

Acaremys

Willidewu

Sallamys

Praectenomys

P_innominatus

Eucelophorus

Xenodontomys

Ctenomys

Actenomys

Abalosia

Octodontomys

Octomys

Tympanoctomys

Pithanotomys

Aconaemys

Spalacopus

Octodon

Eodelphomys

Paradelphomys

Stichomys

Adelphomys

Olallamys

Dactylomys

Kannabateomys

Echimys

Phyllomys

Toromys

Makalata

Maruchito

Isothrix

Lonchothrix

Mesomys

Myocastor

Paramyocastor

Proechimys

Hoplomys

Eintermedius

Ullumyspattoni

Tlaurentius

Tapereoides

Pampamys

Emarplatensis

Echapalmalensis

Egracilis

Eformosus

Elaeviplicatus

Trinomys

Dicolpomys

Theridomysops

Carterodon

Euryzygomatomys

Clyomys

Dasyprocta
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