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In the horticultural belt of Rosario, various vegetables are grown intensively or semi-extensively, being the Cucurbita genus of great importance for 

the farmer. Over the years there has been a reduction in the quality of the fruits, seeds and flowers that are demanded and consumed by the public 

dew to their nutritional value. The diseases that affect the ripe fruit can affect all the phenological stages and tissues of the plant, therefore, their study 

is relevant. The objective of this work was to detect the pathogens associated with the cultivation of squash (Cucurbita moschata Duch.) in early 

developmental and reproductive stages. As experimental material, various Cucurbita inputs implanted in the Horticultural Production lot of the 

Faculty of Agrarian Sciences (33º01’SL and 60º53’WL) were used, including groups of defined cultivars, from different origins and populations of 

the wild form. Three evaluations were carried out during the flowering and fruit formation stage: 01/02/20 (R1), 01/08/20 (R2) and 01/13/20 (R3). 

Koch's postulates were applied to isolate the pathogens from the various symptomatic plant organs: (a) in immature fruit, the pathogen was isolated 

from fructifications (if any), and/or epidermal tissue and pulp disinfected with 2% sodium hypochlorite for 30 s, adding a portion of the pulp without 

sanitizing; (b) the symptomatic leave sections were placed in a humid chamber for 4–7 days until the appearance of signs; and (c) pollen grains from 

closed flowers prior to anthesis, were evaluated without surface treatment. In all cases, the plant material was seeded in Petri dishes with 2% APGA 

culture medium (2% glucose potato agar, acidified) and incubated at 27 ± 2 °C for 7 days. Each fungal genus was determined on the basis of the 

macro and micro-morphological characters using various taxonomic keys. The incidence (%I) of each fungal genus was calculated as number of 

colonies / total colonies × 100. Evaluated plant samples were: 24 immature fruits (11 (R1) + 12 (R2) + 1 (R3)), 17 symptomatic leaves (2 (R1) + 15 

(R2) + 0 (R3)) and 20 closed flowers were evaluated for pollen extraction (0 (R1) + 14 (R2) + 6 (R3)). Results were: the 75% of the immature fruits 

showed interactions with fungal pathogens: Fusarium (66.7%), Aspergillus (22.2%), Pythium (22.2%), Phyllosticta (11.1%), Rhizopus (11.1%), 

Myrothecium (5.6%), Phialophora (5.6%), Epicoccum (5.6%), and Alternaria (5.6%). The 11.8% of the symptomatic leaves only showed 

associations with Fusarium genus, while the 70% of the pollen samples (from closed flowers) showed associations with Fusarium (42.9%), 

Phyllosticta (28.6%), Pythium (21.4%), Aspergillus (7.1%), Cladosporium (7.1%), Nigrospora (7.1%), Drechslera (7.1%), Stemphylium (7.1%), and 

Phomopsis (7.1%). The identification of the fungal species associated with the varieties of zucchini produced in our region, will promote to advance 

in the production strategies of quality and safe horticultural foods, and boost regional economies. 
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Stapfochloa berroi is a perennial grass of spring-summer growth that in Argentina is native and is found in grasslands important for animal 

production in several provinces. In the halophyte steppes of the Pampa Deprimida, S. berroi is an important resource due to its good forage value and 

its adaptation to these restrictive environments (sodium soils, low organic matter content, waterlogging, drought) for other forage species. 
Reincorporation of selected native germplasm would be important both to increase livestock productivity and to maintain biodiversity. Thus, it is key 

to study characters related to implantation control such as plant vigor. The objective was to analyze variability in plant vigor and associated 

characteristics and their correlations in two spontaneous populations of Sb from steppes of halophytes of the Depressed Pampa growing in substrate 

without limitations. Caryopsis with their covers (lemma and palea) of two spontaneous populations of S. berroi (P1, P2) were collected in Magdalena 

and Punta Indio municipalities (Buenos Aires prov.), respectively. Then, the caryopsis were individually weight (PC) and sown (10 October 2019) in 

plastic trays (with cells of 180 cm3) filled with typical Argiudol soil as substrate in a greenhouse. Fifty-two days after sowing 80 plants of each 

population were retired and washed softly in a stream of tap water on a sieve. It was determined: aerial length (LA), radical length (LR), total length 

(LT), longest adventitious root length (Ladv), number of adventitious roots longer than 3 cm (n° adv), number of green leaves totally unfold (n° hoj) 

and tiller number (n° mac). Then, each plant was dissected at the root neck height, were put in a stove at 60°C and aerial (PSA) and radical dry 

weight (PSR) were determined, and the total dry weight (PST) was calculated. PSA/PSR and LA/LR ratios were calculated. Variability within 

populations was analyzed by means the following parameters: average, standard deviation, range, and coefficient of variation (%). Variability 

between populations was analyzed by means the t test. Besides, phenotypic correlations (Pearson’s coefficient) between PST and the other studied 

characteristics were analyzed. Significant differences (P ≤ 0.05) were observed between populations for all the evaluated characteristics, except for 

Ladv and PSA/PSR. In both populations there were significant (P ≤ 0.05) and positive correlations between PST and LA, LT, LA/LR, n° adv, n° 

mac, and n° hoj. The variability found within and between S. berroi populations for the studied traits would be promising for genetic improvement of 

implantation. Furthermore, the associations found between characteristics linked to plant vigor would be useful for its possible application in indirect 

selection. 
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