Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly

expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly

expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over
time.

A. W calculated as the average of wi for every highly = B. W calculated for concatenated highly expressed
expressed gene in a specific human tissue (Wavg). genes in a specific human tissue (Wconcat).
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Figure S12. Evolution of CAI values calculated for concatenated SARS-CoV-2 genes over

time.

A. W calculated as the average of wi for every highly
expressed gene in a specific human tissue (Wavg).
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B. W calculated for concatenated highly expressed
genes in a specific human tissue (Wconcat).
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